
WT

-11

-10 (×3)

-6

+4

-10

WT

-10 (×2)

-12 (×2)

-4

-12 (×2)

-10

GGGTACTTTTATCTGTCCCCTCCACCC---------GCCACTAGGGACAGGATTGGTGACAGAAAAGCCCCATCC

WT

AAVS1 mutations in HEK293 induced by LP-ZFNLR(AAVS1)

-9

-20 (×2)

-11

-8

+68GGGTACTTTTATCTGTCCCCTCCACCCCACAGTGGGGCCAGGTAACCAGCTTGGCCAggtaaccagcttggccag
gtgacaccgcagtggtgaggaaggggaggccactaggcccagctgcgccaCTAGGGACAGGATTGGTGACAGAAA

GGGTACTTTTATCTGTCCCCTCCACCCCACAGTGGGGCCACTAGGGACAGGATTGGTGACAGAAAAGCCCCATCC

GGGTACTTTTATCTGTCCCCTCCACCCCA--------------------GGATTGGTGACAGAAAAGCCCCATCC

GGGTACTTTTATCTGTCCCCTCCACCCCACAGTGG-----------ACAGGATTGGTGACAGAAAAGCCCCATCC

GGGTACTTTTATCTG--------ACCCCACAGTGGGGCCACTAGGGACAGGATTGGTGACAGAAAAGCCCCATCC

GGGTACTTTTATCTGTCCCCTCCACCCCACAGTGGGGCCACTAGGGACAGGATTGGTGACAGAAAAGCCCCATCC

GGGTACTTTTATCTGTCCCCTCCACCCCACAGTGGGGCCAgccaCTAGGGACAGGATTGGTGACAGAAAAGCCCC

GGGTACTTTTATCTGTCCCCTCCACCCCACAGTGG-----------ACAGGATTGGTGACAGAAAAGCCCCATCC

GGGTACTTTTATCTGTCCCCTCCACCCCACAGTGGG----------ACAGGATTGGTGACAGAAAAGCCCCATCC

GGGTACTTTTATCTGTCCCCTCCACCCCACAGTGGGGCCA------ACAGGATTGGTGACAGAAAAGCCCCATCC

GGGTACTTTTATCTGTCCCCTCCACCCCACAGT----------GGGACAGGATTGGTGACAGAAAAGCCCCATCC

GGGTACTTTTATCTGTCCCCTCCACCCCACAGTGGGGCCACTAGGGACAGGATTGGTGACAGAAAAGCCCCATCC

GGGTACTTTTATCTGTCCCCTCCACCCCACAGTGGG----------ACAGGATTGGTGACAGAAAAGCCCCATCC

GGGTACTTTTATCTGTCCCCTCCACCCCACAG------------GGACAGGATTGGTGACAGAAAAGCCCCATCC

GGGTACTTTTATCTGTCCCCTCCACCCCACAGTGGG----CTAGGGACAGGATTGGTGACAGAAAAGCCCCATCC

GGGTACTTTTATCTGTCCCCTCCACCCCAC------------AGGGACAGGATTGGTGACAGAAAAGCCCCATCC

GGGTACTTTTATCTGTCCCCTCCACCCCACA----------TAGGGACAGGATTGGTGACAGAAAAGCCCCATCC

AAVS1 mutations in NHDFs induced by LP-ZFNLR(AAVS1)

AAVS1 mutations in HKs induced by LP-ZFNLR(AAVS1)


