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Figure 5-figure supplement 2 Multiple sequence alignment of SAK1 domains
The SAK1 domains of 37 chlorophyte proteins were aligned by MUSCLE (phylogeny.fr). Protein identities are as shown in Fig. 5-figure supplement 1. Star
indicates a relatively conserved residue within the SAK1 domain that was predicted to be a possible phosphorylation site (Fig. 5-figure supplement 4).



