Figure 3-Source data 1. SAXS analysis parameters

	Maximum paired-distance (Dmax, Å)

	Protein
	Experimental
	Calculated

	
	
	Model
	Dimer
	Monomer

	R2
	179.1
	R2 V-shaped
	151.5
	110.5

	R2
	169.2
	R2 linear
	150.5
	150.5

	R3
	159.2
	R3
	150.5
	150.5

	R3
	179.1
	
	

	Radius of gyration (Rg, Å)

	Protein
	Experimental
	Calculated

	
	
	Model
	Dimer
	Monomer

	R2
	45.2 ± 3.9
	R2 V-shaped
	45.0
	29.4

	R2
	45.3 ± 4.3
	R2 linear
	42.4
	38.1

	R3
	45.4 ± 2.7
	R3
	41.4
	35.0

	R3
	41.1 ± 1.8
	
	

	

	Protein
	Porod volume (nm3)
	Protein
	Molecular mass (kDa)


	
	
	
	Dimer
	Monomer

	R2
	210
	R2
	118
	59

	R2
	200
	R2
	114
	57

	R3
	295
	R3
	156
	78

	R3
	295
	R3
	152
	76


