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Figure 2 — figure supplement 5: Frequency of transitions and tranvsersions in and
outside of CpG Islands in the individual MMR-deficient genomes. The frequency of
transitions and transversions inside and outside CpG islands were determined as the
number of mutations divided by the total size of each of the features, and expressed
relative to the general, genome-wide frequencies of transitions and transversions.

Individual genomes display similar patterns.



