
 
Figure 2 – figure supplement 5: Frequency of transitions and tranvsersions in and 

outside of CpG Islands in the individual MMR-deficient genomes. The frequency of 

transitions and transversions inside and outside CpG islands were determined as the 

number of mutations divided by the total size of each of the features, and expressed 

relative to the general, genome-wide frequencies of transitions and transversions. 

Individual genomes display similar patterns. 

 

Inside 
CpG island

Outside 
CpG island

Re
la

tiv
e 

m
ut

at
io

n 
fre

qu
en

cy
 (%

)

60

40

0

20

80

100
MMR- 1
MMR- 2

Transitions

Inside 
CpG island

Outside 
CpG island

Transversions

MMR- 3


