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chemokine(C-C motif) ligand 2 secretion 4.67
2 2 4 regulation of eosinophil degranulation 4.67
Q T o A interleukin-10 secretion 4.67
| 4 SCx. Cc v interferon-gamma secretion 4.67
TR e eRTeEE Ofea% R R YTRY dendritic cell differentiation 4.67
RUNX1, RUNX2 TEAD1 negative regulation of TNF-mediated signaling 4.43
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Gene Type (ZEB1 binding)



