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CGI-like DNA sequences
 
Puro GFP
AGCTTGTCACCGAGCTGCAAGAACTCTTCCTCACGCGCGTCGGGCTCGACATCGGCAAGGTGTGGGTCGCGGACGACGGCGCCGCGGTGGCGGTCTGGACCACGCCGGAGAGCGTCGAAGCGGGGGCGGTGTTCGCCGAGATCGGCCCGCGCATGGCCGAGTTGAGCGGTTCCCGGCTGGCCGCGCAGCAACAGATGGAAGGCCTCCTGGCGCCGCACCGGCCCAAGGAGCCCGCGTGGTTCCTGGCCACCGTCGGCGTCTCGCCCGACCACCAGGGCAAGGGTCTGGGCAGCGCCGTCGTGCTCCCCGGAGTGGAGGCGGCCGAGCGCGCCGGGGTGCCCGCCTTCCTGGAGACCTCCGCGCCCCGCAACCTCCCCTTCTACGAGCGGCTCGGCTTCACCGTCACCGCCGACGTCGAGGTGCCCGAAGGACCGCGCACCTGGTGCATGACCCGCAAGCCCGGTGCCTGACGCCCGCCCCACGACCCGCAGCGCCCGACCGAAAGGAGCGCACGACCCCATGGCTCCGACCGAAGCCACCCGGATCCACCGGTCGCCACCATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCCTGACCTACGGCGTGCAGTGCTTCAGCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCACCCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGTAA

Artificial CGI 1
AGCTTCTAGCACAGGAGTTGACTCGGCAGGTGCCGTAGTGCGGCTTGGCAGCGGGACGTCGCTGGTCGGGCCTGACTGGGCGCTACGCCGGTTGTGGTCACCTGAACCGCATCTGGGCCGTCGCTCGCTTCGCGGGCTCTGCAGCCGGACTCCACCAGCGGGACCTCACACGCTCGGGTGAGCCGTCCTAGGCCGCTTGCGCCAACCCACGGGGTAGGCCTGGCGAGACGCACGGGCAGTGCCGTTCCTGAGGTCCGCGGTGCTCCCTGCCCAGACGCCTAAGCACGCTCCACCCGTGCCTCGGGTTCCGGGGATTTAGGCCGCACTGTGCGCCATTCCGCGGCTCGCAGCCACCGAAGTGCCGCGTTCCCTCCTACCCTAGCCGCAGCAGCGTCCAGGGCCAAGAGGCTCGGCTACGGTCCGACTTTTGCACTGGGCAGTCGCAGCGTCGTCCTCTCGCGACGCGGGTGCAGAGGTCGGCGGGTCGTAACCGACTGCCAACCAGGCGCAGGCTGGTACCCACCGGGTGGGCATAACGTCCATCGCCTGGGAGGTGGGACGCGGACTCGTCGGACACGTCGCCTCTGCGTGTGTCGCGGGCCAGCAGCCAGCCGGCCTGGATCTAGACCCGGCGGCCATTGCAGCGAAGGGAGGTTCGCCACGGCGTAGCCCAGTCGCGCGTGTACCCAGCGCATCCGCCGGAGCCCATCCCCGCTCACGGTCGAAGCCCACCAGGGTGTCTCCACCGCGGCCTTTGCCCACCTCGCTGGTCCACAGCCGAGCGGTCCGCTCTGACGCAGCGTCCTGCCAGCCCTCGACGGCCGACCCCTGACTAGTTGGACCGCCTCCAGCGGCTGCGGGACACAGCTCCGGCGGTGGGGACGCACCGAATGGGACACCGGCACTCCTAGGGCGTACAGCTGCTCGCAACGCAACCGAAGGCAGCCTCCTACTGGCGGGCCGATCCGGCCTACATGGCCCTGGCCCATCATCCCGCGCAAGGTCGCACAATCGACGTGCACGACGGCAGCACGCCAGGTGACGTTCCCGGAGCA
Artificial CGI 2
CTCACTATAGGGGCTGTTCCTGCCACGAGGCGTAGCACACAGGGAGACGGTCACGGGCGCGGTCCAGACGCGCGGCCCGGTGCCCCCTGTCCGAACAGGCCAGTTGTGCAAGCCGACTGAACTCGCCCCATGACGTGTGTGGCTGACCACGCGCACCAGAGTAGGCCCCAACGCGACGATCCCACGCCGCGCACCTCGGCTTCGGCGTGGGCGTTCCCGCACCTACCAAGGTGGCATCTGGAGCACGTATAGTAGCGCAGGCCTCCGCTCTGGCCAGCCTGCGCATAGCCAGGCTAGAGGGAGAGAACTCACGCCACGGTCGATCCTGGTCCCGTGCACCCCCGTAGCCTTCCTGCGCCACAGTGACAAGTTCACCCGCTGGGCGTTCTGAGTGGACGGAGCATGTGGCTGGGCCCGGACGGGCCCGAAGGGGGGCCTTGCATAGGCTGATTGCCTGTGGCTGTAGTCTCGTTCCCTTGCTCTCCGCTCCACCCTGATCCAGATAACGCCCATCCGGTCCCGCACAACTCGGCCTACTCTGATACGTGTCCAGAGGCCGTCCCGAAGGCAGTGGGAAGTAGTATGGAGGCGTGTGACGATGCCGCACAGGGAATGCCTCCTCTCGGGAAGAGTTGCTACCGAGAACCAGTGCGCCCGTCCCGCACGGCTCCTTGTGCCGGGAACCCTCCAGGGAGCGCTGAACGCTTGCCGAAGAAGCTGCGCGGTCTGGGCTAAGAAAGCTCACCTGCCCTCTCGCTCGTTCATGAGCCCAGACAGCCCATGCCGGACTCCGGGCCTGCTGCGCAGGACGGCTGTGCTTCACATTGGTTACCCAGCCTGAGCGAGTGGCAGCCACAAGATGCTACTGGAGGACGGAGTTGTTCACCCTAAGGGGGATCGCCGAGCCTTGGGTCCGTCCCGGACCCCTGGTAGCCTCAACTCCTCAGCACCTACTAGGCCACGGCCCGTACTTAACGGTCTGATCCGGCCCCGCTATGCTTACCCCTGCGTCCG

Low CpG High G+C
GCTAAGCTTGGCCCCTGGGGGAAGCCCCACATGCCTGGGACCCCAAGCTGGACTTCCGTCATGCAAGAGTACCAGGTACAGGGGACCCCTTAGTGTCTCCCTGGCAAGTGCCCCCAGGGGACCAGGGTGGGCATCCCCCCACCTAAGTGGCCACCCCTCCCTCCACCACTGTCCCCTGAAGGACATGTTGAGCCTGCCTCACCGGGGTGTGGTGGCCACTGGGTCTCCAGGGCTTGCCAAGGGGTCAGAATACTTCCGGGGTGTCTACCCATCCCCACCCTAGGGGATGCTAAGCGGGGGTCCAGCCCTGCCCATTCCCCCAGGGGTAGGAGGGGGTCCCTGGTGCCCCTCCCCAGAAAGGAGGCCAGGGGAGTGGGGGGAGCCTAAACTAAACCCACTCAGCCCCTGGGCCCAGTTGGGAACAGATATGGCTAGGCGGGGAGGCAGGGGGCTGATGAGGGGCCTGGTAAGGTCTCCCTCCCAAGTGGGGGGGTGGATGGGCCCAGAATCCTATGAGGACACATATCTTTGACTGGGCAGCTTCAGAGGGGTAGGGCCCTTGAGGGCTGGGTAGAGTCCCAAGGCCCCAGGGGGGATGTGACCCCCCTATGTCCTCAGCCCCCCCAGACCACAGAGAGTTCAGGAAGGAGGGTAGCCCCGCCTCTCCAGGGCAGGTGACCCAGGGCCCCCTGGTAACTGGGGGGGGAGCACCCTCATTGAACCCCCCGAGCCCATGTCAGGTGGCAGCCACTCCCAGCCAGAAGCCCTGAGGGCCCATCCCAGGTGGCCCCTAAGGGGGAGGGGGGATTCCCAGGAATATTCTCCCAGCTTCAGGGCCTCAGTGAGAATCATGAGGGGCCCTGGCTCCCGCCATACCCCACCAGCATATGGCCTCTCCCCGGGTTCAGGGAGAAACCCAGTGGGGCAGCAAATTAAGCATCTCCCACTGACCAGAGCATTGGAGGTAGGGGCTTCTGTAGGATGCCGGCCAAAGCTGCCAGCTGAACCCCTGAATTCTC

High CpG Low G+C 1
CGTAAGCTTCTATAGCACACGGGCCAACGACAACGCTGGGCGATTTAACGTTTAATGTCGTATGAGTCTCGATAGCGAGGTTGGCACTCCGACCAAAAACCGAACATTGAATCTAACGGAATACTGTCACGTTAATAACGTATAACGAAATATACGTATTTTAACTATGAACGCATATAACGATTATCGCAGAACAAATTTTACGAATCAATAAAAAACGTGATACGTAACTCGTTCGTTCAGAAGATTATGCGGACGAAAGAATGTACGAACTCGTTGTATTTCTTGCGCGATATACGTAGTACGTGTTTCGTATGTAGTACCGGAAAGTATCGAATCATTTCGATCGTACCTCACCGTTTCGACAACTACGATACGCTAACAGTTGTTCGGCTATACAGCTTACGTCGCACAGTAGACGATTCCGACATGACGCAACTTATCGAAACAATTTCGATTTTAACGACGTACAAAATCGATTCGAATCACACTCGATATCGTACTATACAAATGTGAAATTCGGTCTCACTTTCTTGATCCGTTTAGCGAATCTCTTTAACGCTTCGAGATTTAGTAGTTTTCGATGTAAATTTGACGAAGTTTGTCGCGCATGAAAGAGTAAACGTCAATCTTCTCGATCTTATAACTATCGACCGAGCCGCGCCTTAGCTTCGCATATATGACAAATGACAAAACAAACGTGATTGTCGCAGAATACGTTCTTTGACGTCATTTTAGACGAAATCGACTCGACTTCAATACGTTATACGATACGAATGTTGATCTGTTCGTGTACGCTTCGATCATTACTCGATCGGGTAGTTGTGCGTTTTCGCATTGCGCACGACGAATTATCTGTAAACGTTTCCGGGGGATGCGACCTCTCAGATCGTTATAAATGCTATTAACGTTATTATTCTTCCTTGGATAAGTCAAGTTCGAACGTGCTAAGAAGTGTGTTACTATATTACGAATGAACGAGAGAGCATTAATACGACGATTCCCTAAATGAATTC

High CpG Low G+C 2
CGAATTGGCGGAAGGCCGTCAAGGCCACGTGTCTTGTCCAGAGCTCAAGCTTAATACGATCAACTACATTCGATCTCAGTTATATGAAACAGATAGTATACACATTTTCTACAGGCCTAAACTTACGGACGATCAGATTTGTACTCATTGTTGTGTAATCGGTACGCTCTTCGCTCTACTTGTAACTATCGTTCTCTATTGTCGGACTAAACTATGTTCTCAACGATCAAAGTACGTTAGACTTGACGTAGTAGAATCGTAATTTAAGACACGGCAGATGCGACGACAATAATGTCTAGAGACGAACGCTACTTCACGTATCAAGTACAACGATCACTAAATCGTTAGATCATTACGTGATATCGATTGTTCGTTCTGCGATGTACGATTTGAAAGATTCGATTGTGACAACGATCTAACAGATCGGAGAGTTCGTAAGTTTGTCGAAATTTTCTTCGAGTGAACTATAAATCGCTACACTGACGTAAAGATGAGATCAATCGAGTCAATGAATTTAACGATTACGTTCAACGCTACCAACGTCACATTCAACGATACTAATCGGATCGGTATCGCTATCGCATACTTCGTTCATTCACGTAATATCGATTATATTGACGCAATTCGCGATCAGTCGAAGTCGCATATACGTTAATCGTAACATCGTTTTAAACGTCGATTTCTGTTCGTTTAGTACGAAGACACAATTCGAGATCGCGGAATCGTAAGTAAAACGGATTCATCGTGTTTCGCTACTCTTGTCGCTGTCAGACGGCTTCGAAATCGCTAAGTAGATCGACTTCACGCATAGAGAATACGCGACTACGTTCTTTCTCGTGTTTTACGCTGAACGGTCGTCAACTATTCGTCACGACATAACGCTAGACGGATTATCGTAAATTCACGAGGTCGCTTCACTACGTTGTCATCATCGACGATAACTCGTTTAGAAATGTTGACGGAGTGATCGAAAAGAACTATAACGATCAGTTAAGTATCGTATAATCGAAACGCACGTCTGAATCAATATCTGTAGAGTCTAGATCGACTCGACGGTAAGAATTCGGTACCTGGAGCACAAGACTGGCCTCATGGGCCTTCCGCTCACTGC

High CpG Low G+C 3
ACGTAACAAACGCTGATCTTACGTATGAGACGTCGATTGATGATTCGAAAGTACTCCGTGTTCGCGGATTTATAATTGAACTACTAAATTGAGCTTGACCGAGACATTTTTCTTTACTCTTTAAAGTATCGTGAACGCTGCGATGTACTTGGATTCATCGTGATTTATACAACGTTGAACTGTTGAATATTACGACGTCTGACAGATTGACGACAGAAGTGAATAATCAGTACGAATCCGACGCTCGGTGTAATCAGAAACGTCTCTGATCACATCGCACTATCGAATAACGTAATTTACGATTGGGGTCGCACTAGGAACGTTAATCGCTAACTACATATCGGGGAGTGCCCATGCACCTTCATAACATCTCATTGAAATCGCATGTACAATATCATACTATTCGATGTATATCGTATTATACGTCCTTCGCTCTCCGGCGATATCCTTGTGCTACGCGTTTACACGCGTCTATGGTTGAGGAATGTCGAACACTACCTCCTAATTGAGAATACCTACCTCTAGTCAACCTTCATAGAAATCTCTTATTCTCATTCTAGTCTTCGAACGTTAGTACGCTTCTTCAGTCTTCGCGATGTTTTTACGCTATTCGACGAAACGCTCGTTACGTCTAACTAACCGGACGCGCAACAATTGTAAGTACGTGTTTCAGAAACGAATCATTTAACGTTTCGTCTAATTTTACCACAGAGTGGAATTACTTCAAACTTGAGATCGAAATAAAATCTTCGAGTGTCTGATCTCGCGGAACCATATATAGACGTTTGGGTTCGCTATTCGTACTTTTTTCGATCTTCGGAGGTTTCGTAAAACGGGGCGTGAAACTTCTATACAATCGCCCTCACAATCGCATCGTATTGATTTAACGAGACACGAACATAGAAGAGTTCGACGAGTTAGAAAAAAATCTCAACGATCTCTATTGAATGTACGTTCATAATTATCGATTTCTAGTTATTAATCATTTTAGTGTTCGGAAAC

High CpG Medium G+C 
TCGTATCCTATGCAGATCGCTCTGCAACATGAAATTTACGTTCACGTTGGTACTTGTGGTATACCGTTATGCGCTGAAAAGTCGTAAACTCTGCGGTTAACCACGGGCCTAGACGGTAAGGCCCAGCCGGATTACATTAACTTGAGATGCCATTTCACTGCATTGCGTGGTTACGCATGCCTTCACTTCGGGAGCATGGAAACGGGCCAATCTCGTGTTGTAGAAGACTCGGCATTTAACTGTCTCAAAATCGTGGCTACGATCATACGGTAAAGGCTTGAGAAGTATGGCGCCTCTCACTTTCTTAACGTTCTATGCGTGGAGCACTACGCAGGCTTGCCTACTTTGCGGGGGAAGAGGCTCGCTTACGAATCGAAAACGGTAACGTCGCGGACCCGTAGTGCGAGCTATCGTAGTTCCCGACGCATACGTCGAGCCTTGCGACCTACTCTCGCAGGTATAACGATGTTCGCTTTACTCGAACTTCTCGAATCGTCCGGGAAGACCGAACCCGTGCTAATCGAAACGCTAACCCGAAATAGTGCGCATTTCGGTCCATGGAATCGGGTTCATTACGAGTTCAACGACTAGCGTGACGAAACGTTATTATCGACGCAGGTAGTGCGAATGCTGCGGAGGAACGGGGGGCGAACCACGAAATGAACGGTATGCCGCGAGATGCGTAACTACACGTGCGCTCTTGTCGTAATTTAGGGTACGCTGTCCGGCCTTGCAACGCATCCTCGACACTACTGCGTTAAACCTAAGCTACACAACCGGCTGCGTGTACCACGACAAAGAAATAAGTAGCATTCGCAACATCATCTCCGGGCGCTGGGTGCGCAGCATTCGCCAGACATACACGTGTTCGGAGAGATTCCAGATTACGCCGGCTAACAGAAATTCTGACACATCGATATTCTACTCGTCCGTAGCGACTACCTCAAGCGGTTTCACTAAGCTGTGTCACATGTCGTGCGGCGTGGCTTCATGAACGGCCATGCAC
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