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Nucleotide position in coding sequence
C AG <-5.9 AG <-3.1 AG <-2.2
(bottom 1%) (bottom 5%) (bottom 10%)
C—3 All codons 100% 100% 100%
mmm Pause codons 5.0% 5.0% 5.0%
Codons with
mmm UPStream SD-like 4.0% 18.9% 33.5%
element (below AG
cutoff)
mmm Programmed pause 0.75% 2.5% 3.6%

codons

(reads/codon)



