Figure 3 - figure supplement 4
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Transcription factor

Percentage of AID* MELs Percentage of sA3G* MELs Percentage of all promoters

Transcription factor containing a binding site containing a binding site containing a binding site

Vps72 59.8 59.0 69.9
Htz1 54.9 53.9 69.6
Tbp 64.0 60.5 52.5
Bur6 60.2 59.4 50.9
Tfa2 58.0 53.0 42.7
Rpb7 54.9 515 422
Rpb3 53.0 49.4 36.3
Rpb2 49.8 47.2 35.2
Tib3 40.3 418 30.1
Kin28 43.7 39.9 29.0

Rpo21 32.8 33.9 23.2
Spté 37.1 30.9 19.6

Spt16 34.8 31.3 13.4



