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Salpingoeca rosetta CTLD-containing proteins
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Monosiga brevicollis CTLD-containing proteins
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<:> C-type lectin-like domain

O Signal peptide

I\I Transmembrane domain

von Willebrand factor type A domain CCP Complement control protein domain O Epidermal growth factor-like domain

@ src Homology 2 domain RAS Ras GTPase domain FU Furin-like repeat

@ Laminin G domain Q Tumor necrosis factor repeat Tyrosine kinase catalytic domain

Q CAP-Gly domain ‘
@ Fibronectin 2 domain

APL Divergent APPLE domain

RING finger

Ubiquitin conjugating enzyme 2,
catalytic domain




