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Figure 1 - figure supplement 2
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Figure 1 – figure supplement 2 The Pou3f3 locus occurs in a folded nuclear conforma on both prior to and

a!er the onset of the expression of its transcripts. (A) Schema c representa on of the Pou3f3 locus showing

start sites of transcripts in the region and posi ons of recogni on sites of the BglII restric on endonuclease

(small ver cal bars) used for the 3C experiment. Below, the restric on fragments generated by BglII diges on

are annotated. Arrows indicate the posi on of the 3C qPCR primers. Numbers represent the corresponding

primer (small numbers indicate primers not used in the final analysis due to technical reasons). Green bars

indicate regions found to be in close proximity to the Dali transcrip on start site used as “bait”. (B) Nuclear

conforma on of the Pou3f3 locus was studied in ES cells where the locus is silent and ES cell derived neuronal

precursors (4 days re noic acid differen a on) where transcripts in the regions are expressed. Mean values +/-

s.e, n = 3 (technical replicates). (C and E) Quan fica on of genomic interac ons between the Dali TSS and the

genomic fragments indicated in (A) in ES cells (C) and ES cell derived neuronal precursors (E). The y axis shows

rela ve cross-linking frequency, the x axis indicates the primer used in combina on with primer 21. (D and F)

Graphical representa on of genomic distances between the Dali TSS, posi oned at the centre of the radar, and

the indicated BglII genomic fragments in ES cells (D) and ES cell derived neuronal precursors (F). Distance was

calculated as 1/cross-linking frequency.


