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Figure 4 – figure supplement 1 (A and C) Heatmap displaying expression changes in control (A) and stable

Dali knockdown (C) cells treated with re!noic acid for 72 h. (B and D) GO-analysis of genes differen!ally

expressed (≥ 1.3-fold, 5% FDR) upon re!noic acid treatment of control (B) and stable Dali knockdown (D)

cells (5% FDR, hypergeometric test, Benjamini and Hochberg correc!on). GO categories significantly

enriched among genes changing ≥1.5-fold are marked with an asterisk (*). (E) GO-analysis of genes

differen!ally responding (≥ 1.3-fold, 5 FDR) to re!noic acid treatment depending on the Dali status of cells

(“differen!al responder” genes; 5% FDR, hypergeometric test, Benjamini and Hochberg correc!on).


