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Figure 1 - figure supplement 1
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Figure 1 – supplement 1 (A) A detailed view of the mouse Dali locus (red) indica ng regions of vertebrate DNA

sequence conserva on. Full-length Dali transcript was mapped using Rapid Amplifica on of cDNA Ends (RACE)

in mouse neuroblastoma N2A cells. Promoter region appears to be most conserved. Within the transcript body,

highly conserved patches are interspersed with regions or more divergent sequence. (B) Schema c illustra on

of the human POU3F3 genomic region showing coding and non-coding transcripts, enhancer elements (Vista

Enhancer Browser) and conserved genomic loca on and transcrip onal orienta on of DALI rela ve to POU3F3.

Human DALI ortholog exhibit conserved genomic loca on and transcrip onal orienta on rela ve to POU3F3.

(C) A detailed view of the human DALI locus (red) confirmed by RACE indica ng regions of vertebrate DNA

sequence conserva on. (D) Promoter region of Dali in mouse is associated with DNase I hypersensi vity sites

in  ssues expressing Dali (kidney and brain) but not in ES cells where the Dali locus is silent. (E) DALI locus in

human is annotated as a poised (or weak) enhancer by the ENCODE project 1. (F and G) Dali is a brain-

expressed lncRNA. Dali and Pou3f3 expression levels were measured in a panel of adult mouse  ssues by

quan ta ve RT-PCR (qRT-PCR). Results were normalized by the average value of Gapdh and Tbp reference

genes. Mean values +/- standard error (s.e.) shown, n = 3 replicates. (H) Dali levels in the developing mouse

brain even at the earliest stages when it is detected (E9.0 and E10.5) are much higher than in both prolifera ng

and differen ated N2A cells. LPP = Lateral pre-plate; DPP = Dorsal pre-plate. (I) Similar to Dali and Pou3f3,

Dnmt1 is also up-regulated at day 4 of RA-induced neuronal differen a on of ES cells. Mean values +/- s.e, n =

3. (K) Dali and Pou3f3 are co-expressed temporally and spa ally in the adult mouse brain (P56) in three regions

of adult neurogenesis, i.e. olfactory bulb, dentate gyrus and sub-ventricular zone. The rela ve levels of Dali and

Pou3f3 were measured in samples obtained by dissec ng indicated regions from a single male adult mouse

brain per sample using RT-qPCR. Measurements were normalised using Gapdh and presented rela ve to

expression in the olfactory bulb samples (set arbitrarily to 1). Mean values +/- s.e, n = 2. (L) Dali is expressed at

an es mated 2.0 ± 0.4 copies per cell in N2A cells. We constructed a standard curve of known Dali copy

number by spiking in vitro transcribed Dali transcripts into RNA from ES cells, which do not express Dali (le#).

Mean Dali expression per cell was calculated from four independent RT-qPCR experiments using RNA extracted

from a defined number of cells. This value was used to es mate Dali copy number form the standard curve.

Mean copy number per cell +/- s.e. is shown (right).


