Supplementary File 1: Genes over-represented in pancreatic CD45" cells of NOD mice treated with I-BET151

2 wk treatment 12 hr treatment 24 hr treatment 48 hr treatment
FC FC FC FC
Probe ID Gene IBET/DM P value Probe ID Gene IBET/DM P value Probe ID Gene IBET/DM P value Probe ID Gene IBET/DM P value
Symbol Symbol Symbol Symbol
SO SO SO SO
10566934 Lyve1 8.27 0.321 10349157  Serpinb2  6.192 0.051 10499861 S100a9  15.636 0.097 10521667 Bst1 7.226 0.028
10368343 Arg1 5.126 0.005 10492964 Cd5l 4972 0.006 10435497 Stfa2l1 14.978 0.199 10492964 Cd5l 6.619 0.047
10393936 Cbr2 5.048 0.198 10474700 Thbs1 4.842 0.056 10493831 S100a8 14.5 0.102 10541614 Clec4d 5.867 0.068
10566026 Folr2 4.831 0.202 10578264 Msr1 3.707 0.036 10523156 Cxcl2 12.399 0.340 10451953 Lrg1 5.72 0.038
10422728 Dab2 4.226 0.017 10569020 Ifitm6 3.621 0.013 10347291 Cxcr2 9.996 0.136 10349157  Serpinb2 5.673 0.014
10552494 KIk9 3.636 0.049 10528207 Cd36 3.546 0.034 10583100 Mmp8 8.724 0.403 10474700 Thbs1 5.606 0.066
10523717 Spp1 3.551 0.005 10451953 Lrg1 3.417 0.128 10458382 Cd14 8.504 0.095 10363224 Fabp7 5.422 0.009
10523134 Pf4 3.365 0.142 10547657 C3ar1 3.348 0.074 10451953 Lrg1 8.428 0.013 10392464 Fam20a 5.258 0.063
10492964 Cd5l 3.333 0.323 10387855 Alox15 3.221 0.006 10563597 Saa3 7.984 0.040 10547153 Alox5 5.244 0.026
10365769 Hal 3.305 0.397 10422728 Dab2 3.019 0.114 10478633 Mmp9 7.694 0.085 10466130 Ms4a8a 5.174 0.005
10385583 Ltcds 3.302 0.168 10518751 Car6 3 0.010 10547664 Clecde 6.815 0.013 10578264 Msr1 5.117 0.047
10563597 Saa3 3.194 0.082 10532711 Cmkir1 2.959 0.022 10568165 Zg16 6.555 0.153 10563597 Saa3 5.044 0.064
10547657 C3ar1 2.94 0.153 10534927 Pilra 2.958 0.092 10497463 Cpb1 6.318 0.096 10358339 Cth 5.038 0.054
10560242 Cbar1 2.883 0.005 10446282 Emr1 2.829 0.091 10436100 Retnlg 6.198 0.275 10475890 Mertk 4.852 0.056
10389222 Cclé 2.827 0.066 10389214 Ccl9 2.824 0.127 10501020 Chi3I3 6.05 0.104 10514275 Ptplad2 4.826 0.003
10521667 Bst1 2.823 0.058 10523134 Pf4 2.761 0.128 10501544  Amy2a5 5.994 0.067 10400844 Pyal 4.763 0.026
10537410 Tbxas1 2.808 0.155 10547664 Clecde 2.746 0.005 10517573 Cela3b 5.982 0.148 10489463 Slpi 4.684 0.029
10495054 Rhoc 2.771 0.073 10581266 Tppp3 2.737 0.049 10438730 Sst 5.967 0.153 10376950 Pmp22 4.547 0.072
10389214 Ccl9 2.753 0.044 10393936 Cbr2 2.679 0.018 10448124 Fpr1 5.888 0.388 10586118 Calml4 4.487 0.005
10418506 Stab1 2.595 0.225 10372988 Slc16a7 2.673 0.057 10389222 Ccl6 5.793 0.031 10471721 Ptgs1 4.417 0.060
10547664 Clecde 2.51 0.083 10570982 Fafr1 2.647 0.157 10501500 Amy2a5 5.785 0.520 10536494 Cav2 4.366 0.068
10578264 Msr1 2.441 0.135 10408693 F13a1 2.613 0.143 10551531 Sycn 5.721 0.028 10517791 Padi4 4.336 0.020
10363224 Fabp7 2.432 0.381 10521667 Bst1 2.601 0.094 10397882 Chga 5.648 0.024 10499854 S100a1 4.257 0.017
10517517 C1qa 2.363 0.437 10560242 Cbar1 2.577 0.017 10481278 Cel 5.615 0.103 10446282 Emr1 4.237 0.026
10548385 QOlr1 2.252 0.069 10508651 Sdc3 2.568 0.065 10521667 Bst1 55 0.118 10440491 App 4.138 0.070
10534493 Ccl24 2.248 0.229 10389222 Cclé 2.563 0.030 10501494 Amy2b 5.337 0.025 10543239 Tcfec 4119 0.093
10517513 C1qc 2.229 0.416 10499189 Ferls 2.557 0.091 10539200 Reg1 5.308 0.242 10534927 Pilra 4.058 0.029
10419854 Sic7a8 2.215 0.054 10517791 Padi4 2.552 0.051 10581355 Ctrl 5.031 0.152 10488382 Cdo3 4.049 0.094
10508651 Sdc3 2.154 0.287 10572130 Lpl 2.528 0.019 10560242 Cbar1 5.001 0.087 10469457 Pixdc2 4.015 0.024
10517508 C1agb 2.15 0.227 10367400 Mmp19 2.521 0.114 10518050 Cela2a 4.953 0.376 10500204 Ecm1 3.992 0.027
10601385 TIr13 2.518 0.032 10541614 Clec4d 4.901 0.009 10392808  Cd300ld 3.975 0.100
10596148 Trf 2.51 0.143 10460947 Pygm 4.87 0.287 10532711 Cmkir1 3.89 0.052
10489878 Ptgis 2.50 0.062 10537014 Cpa2 4.86 0.027 10388254 Aspa 3.86 0.027
10392560 Abca9 2.49 0.021 10466659 Gda 4.84 0.117 10528207 Cd36 3.81 0.094
10481772 Garnl3 2.48 0.055 10396831 Arg2 4.74 0.124 10438017 Fgd4 3.80 0.101
10365769 Hal 2.45 0.032 10349968 Chi3l1 4.67 0.496 10360040 Fcgr3 3.79 0.025
10458382 Cd14 2.45 0.012 10363224 Fabp7 4.27 0.293 10569014 Ifitm2 3.78 0.022
10547153 Alox5 2.44 0.090 10449467 Clps 4.21 0.133 10570982 Fgfr1 3.72 0.041
10452648 Emilin2 2.43 0.070 10537627 Prss2 4.14 0.313 10355214 Idh1 3.71 0.083
10557862 ltgam 2.39 0.120 10474700 Thbs1 412 0.252 10358421 Rgs18 3.67 0.001
10607868 TIr8 2.34 0.028 10600852 300280101 4.06 0.232 10351206 Selp 3.67 0.070
10570291 F10 2.33 0.155 10537051 Cpal 4.03 0.219 10422164 Ednrb 3.66 0.042
10517513 C1qc 2.30 0.083 10601385 Tir13 4.02 0.175 10349968 Chi3l1 3.64 0.002
10387536 Cd68 2.29 0.076 10349157  Serpinb2 4.01 0.023 10436456 Pros1 3.64 0.040
10534935 Pilrb1 2.28 0.095 10562709 Cd33 4.00 0.007 10605848 Vsig4 3.57 0.048

10355403 Fn1 2.27 0.122 10466606 Anxa1 3.97 0.418 10395414 Tmem195  3.57 0.029
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