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Figure 6–Figure supplement 1. At 1 mM NTPs, NusG partially suppressed H-NS 
effects and GreA more significantlysuppressed H-NS effects.

(A) A26 ECs (10 nM) formed on λPR-bgl were incubated with H-NS to form bridged filaments at 66 H-NS/kb and 12 mM Mg2+. 
GreA (500 nM) or NusG (75 nM) were added followed by NTPs (1 mM each) and time points were taken at 0.5, 1, 1.5, 2, 4, and 
8 minutes at 20 °C and separated by PAGE. M, labeled MspI-digested pBR322 marker. RO, run-off RNAs. 
(B) Mean transcript lengths were calculated from two independent experiments. 
(C,D) Densitometry profiles of transcripts produced from the λPR-bgl templates with or without bridged H-NS and with or without 
NusG (C) or GreA (D).
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