Figure-6 Figure Supplement-2
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Mapped sites

IP: IgG AgoZ Ago2 mmu-miR-31-5p | 6.48013 392 miR-27a-3p | CTGTGA

uveC: + + + mmu-miR-23a-3p| 5.18413 260 miR-103-3p TGCTGC

RNaseA/T1: 1:20 1:20 1:20 mmu-miR-205-5p| 5.08015 257 miR-15a-5p GCTGCT

185 mmu-miR-125b-5p 3.92687 233 | miR-130a3p | TOSACT

- 231 miR-23a-3p | ATGTGA

1 60_ mmu-mIR-203-3p 3.41949 230 miR-19a-3p TTGCAC

mmu-let-7a-1-3p | 3.39533 225 | miR-106b-5p | CACTTT

mmu-miR-27a-3p| 3.02013 206 miR-24-3p | TGAGCC

115- mmu-miR-21a-5p| 2.88706 189 miR-205-5p | TGAAGG

110- mmu-miR-19b-3p| 2.52874 163 let-7a-5p | TACCTC

mmu-miR-125a-5p] 2.47913 155 | miR-26a-5p | ACTTGA

80- mmu-miR-27b-3p| _1.8541 12(2) 2:21 jfgg ;g‘;g{*r’;

65- s A mmu-miR-22-3p | 1.84676 145__| miR-200b-3p | AGTATT

mmu-miR-706 | 1.68393 141 | miR-30a-5p | GTTTAC

mmu-miR-200b-3p 1.65203 139 miR-148a-3p | GCACTG

mmu-miR-23b-3p| 1.58441 131__| miR-125a-5p | TCAGGG

mmu-miR-501-3p| 1.49606 124 miR-181a-5p | GAATGT

mmu-miR-21a-3p| 1.44462 121 miR-193a-3p | GCCAGT

mmu-miR-709 | 1.28465 121 miR-92a-3p [ TGCAAT

mmu-miR-16-5p | 1.23339 11; mgfgffsp é;&i@

: miR- -5p

mmu-miR-103-3p| 1.19685 a2 MiR-33-5p AATGCA

82 miR-10a-5p | CAGGGT

66 miR-21a-5p | TAAGCT

19 miR-99a-5p ACGGGT
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