
Figure 3-Figure Supplement 4: Analysis of punctate targeting by Ysp2p 
A. Cells expressing the six indicated Ysp2 constructs, all with N-terminal GFP. TOP: 
diagram of constructs and degree of targeting to peripheral puncta. Domains are identified 
as in Fig 1A, along with the N-terminus (residues 1-608), which is predicted to be unstruc-
tured. BOTTOM:  LEFT: low level expression. Construct 6 (∆CT) lacks the TMD and is 
diffuse in the cytoplasm and nucleus. RIGHT high level expression of constructs 1-4. 
Ysp2-carboxy terminus (CT = 194 aa, incl. TMD and luminal domain) is sufficient for 
targeting to peripheral puncta, but the construct is in general ER (incl. nuclear envelope) 
when highly expressed. B. Co-expression of GFP-Ysp2p with RFP-Ysp2CT, with separate 
channels (grey scale) and merge showing almost 100% colocalization. 
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