Figure 6-figure supplement 2

E sion levels of IL8 and ATM in patients .
A xpres Ig?o:;:d Sy L8 expressi;n patie B Correlation of ATM and IL8
expression
] . p—
s I 21 b 1 3 4 Pearson correlation: 0.015 *
I | p-value: 0.7.1784 FL
8 2 1 5 1 : : :
4 n c
% 1 - _ E g - 'g
o | S 04 n
3 X )
- = | h o
- 14 JR < | | \ [ce]
=== o . e 3.
. —_ 1 s
24 ! -
_I_. L] -
. -3 1 "
low medium high low medium hié]h T T T T T T
[-2.58,-1.00) [-1.00,1.00) [1.00,3.13] [-2.58,-1.00) [-1.00,1.00) [1.00, 3.13] -3 -2 -1 0 _1 2
grouped by IL8 expression grouped by IL8 expression ATM expression
C Histogram of genome wide p-values D Kaplan-Meyer of brain and bone metastasis
e ATM (p-value= 0.36154) 110-* l! 1.0
800- @ |L8 (p-value= 1e-05)
087 0.8
600+ > >
> = 0.6 = 0.6
g Ke) Ke)
@ [ %]
S 4004 Q o
g 0.4 204
I o low (n=94) o low (n=94)
200 0.2- IL8 |medium (n=366) 0.2- IL8 | medium (n=366)
' p=0.130 high (n=100) ’ p=0.430 high (n=100)
o
0.0 02 04 06 08 10 0.0 0 50 100 150 0.0 0 50 100 150
p-values Time to brain metastasis (months) Time to bone metastasis (months)

Figure 6—figure supplement 2. Analysis of gene expression data from breast cancer patients. (A) Boxplot of
IL8 (left panel) and ATM (right panel) expression in patients grouped according to IL8 expression (see Figure
6F). (B) Pearson analysis of correlation between ATM and IL8 in the 560 patient samples used in the analysis.
(C) Histogram of p-values of a Univariate Cox proportional hazard regression for the expression of all genes in
the microarray. In color we show the p-values obtained with IL8 expression (0.0033 percentile) and ATM
expression (0.4676 percentile). (D) Kaplan-Meier plots of probability of brain and bone metastasis free survival
in 560 breast cancer patients based on IL8 expression levels.



