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SUPPORTING INFORMATION 

Table S1. List of yeast strains used in this study. 

Strain and Ref. Genotype Source  

Wild type (BY4742) (1) 

MAT; his31, leu20, lys20, ura30 carrying 

pRS316-CYC1p (URA3 CEN6 CIDEA)  

dgk1∆ (2) 

dgk1:: KanMX, his3∆1, leu2∆0, lys3∆0, ura3∆0 

carrying pRS316-CYC1p (URA3 CEN6 CIDEA) 
M.L. 

Gaspar  

dgk1∆pah1∆ (2, 3) 

dgk1:: KanMX pah1∆::LEU2, his3∆1, leu2∆0, 
lys3∆0, ura3∆00 carrying pRS316-CYC1p (URA3 
CEN6 CIDEA) 

M.L. 
Gaspar  

cho2∆ (4) 
cho2:: KanMX his3∆1, leu2∆0, lys3∆0, ura3∆0 
carrying pRS316-CYC1p (URA3 CEN6 CIDEA) 

S.A. Henry  

pld1∆ (5) 
pld1:: HIS3, his3∆1, leu2∆0, ura3∆0 carrying 
pRS316-CYC1p (URA3 CEN6 CIDEA) S.A. Henry  

dga1∆lro1∆are1∆are2∆  

(6-8) 

dga1::KanMX, lro1::KanMX, are1::KanMX, 

are2::KanMX, his31, leu20, lys20, ura30 
carrying pRS316-CYC1p (URA3 CEN6 CIDEA) 

S.D. 
Kohlwein  

tgl3∆tgl4∆tgl5∆ (9, 10) 
tgl3::KanMX, tgl4::KanMX, tgl5::KanMX, his31, 

leu20, lys20, ura30 carrying pRS316-CYC1p 
(URA3 CEN6 CIDEA) 

S.D. 
Kohlwein  

PAH1-7A (11, 12) 

MAT; his31, leu20, lys20, ura30 carrying 
pRS415- PAH1S110A/S114A/S168A/S602A/T723A/S744A/S748A 
(LEU2 CEN6 PAH1-7A) + pRS316-CYC1p (URA3 
CEN6 CIDEA) 

This study  
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