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Figure 2—figure supplement 6. Binding scores of naturally presented HLA-A and -B peptides
contained in individual source proteins. We assessed the predicted HLA binding affinity of all
peptides contained in individual source proteins. The pie chart shows the proportion of naturally
presented peptides isolated by immunoaffinity chromatography that ranked in the top 1% (blue), top 5%
(red), top 10% (yellow), or below the 90th percentile of peptides (pale blue).



