
Figure 3–figure supplement 1

                                                                                                                                                                   
H.s._MgCGAP -------MDTMMLNVRNLFEQLVRRVEILSEGNE-------VQFIQLAKDFEDFRKKWQRTDHELGKYKDLLMKAETERSALDVKLKHARNQVDVEIKRRQRAEADCEKLERQIQLIREMLMCDTSGSIQLSEEQKSALAFLNRGQPS--   150
M.m._MgcGap -------MDTTMVNLWTLFEQLVRRMEIINEGNES------IEFIQVVKDFEDFRKKYQRTNQELEKFKDLLLKAETGRSALDVKLKHARNQVDVEIKRRQRAEAECAKLEQQIQLIRDILMCDTSGSIQLSEEQKSALAFLNRGQAS--   150
D.m.50C5-D2 ----------MALSALASFDDLRRCMQVLTDGTPE------EEFLRFLRMFEQYHEKCAGYAAETARIQNELDKSLTKMGDLEGKLFHARRIIDMEIKARRQAEHERDAMESKIMAVADLLRHERN----LNNETRDKLAFLHTLPSSRK   150
C.e._Cyk-4 MKSSTSKEKVCGENSRHIFNMILNSQRPQFDIKDIGMFHLIDEIERLRKLWKDSEESKKRLNADMREAEEALAKARKKLAMFDIDVKDTQKHLRALMEENKALKLDLNVYETREKQLKDAMKNGIFNS--LTKEDRDQFKFLHEPLVR--   150
1TX4_A ------------------------------------------------------------------------------------------------------------------------------------------------------   150

                                                                                                                                                                   
H.s._MgCGAP --SSNAG--NKRLSTIDESGSILSDISFDKT-DESLD------WDS----SLVKT--------------FKLKKREKRRSTSRQ-FVDGP-P--GPVKKTRS-IG---SAVD--QGNESIVAKTTVTVPNDG---GPIEAVSTIETVPYW   300
M.m._MgcGap --SGHAG--NNRLSTIDESGSILSDISFDKT-DESLD------WDS----SLVKN--------------FKMKKREKRRSNSRQ-FIDGP-P--GPVKKTCS-IG---STVD--QANESIVAKTTVTVPSDG---GPIEAVSTIETLPSW   300
D.m.50C5-D2 RKSLNAVREDKSYGDINSTGSLLSDLSITHSEDDFLDVRTSKSWREHRP-SLPKNQI------------PSVGNKRSRLSTGLNGSMSGTTPTTGKSRRSSVGIGVEQHTVDVGQGAERFCATTKVTIPQDGQ--GVIRAESTIESLPVI   300
C.e._Cyk-4 TYSKRVQQRHPHLMEDTQDDEDDSEVDYDETGDSFEEVIHLRNGREVRRSSAAGNAVGGKRRSASAHAITAAANSKRSRSRVMTATIDEE-PNEGGTPPKRCRDD---GSTPHQEMTTTTTTTTTTTIHNSRAQNQDPPRVSLHRQLTRR   300
1TX4_A ------------------------------------------------------------------------------------------------------------------------------------------------------   300

                                                                                                                      :.                          : :  ..  * **  : 
H.s._MgCGAP TRSRRKTGTLQPWNSDSTLNSRQ-LEPRTETDSV--------GTP------QSNGGMRLHDFVSKTVIKPESCVPCGKRIKFGKLSLKCRDCRVVSHPECRDRCPLPCIPT--LIGTP--------VKIGEGMLADFVSQTSPMIPSIVV   450
M.m._MgcGap TRSRGKSGPLQPVNSDSALNSRP-LEPRTDTDNL--------GTP------QNTGGMRLHDFVSKTVIKPESCVPCGKRIKFGKLSLKCRDCRLVSHPECRDRCPLPCIPP--LVGTP--------VKIGEGMLADFVSQASPMIPAIVV   450
D.m.50C5-D2 AGNERIGDGLSSTPRRSVLKEAT-APPLTPVNAMAPHVVAESGTPL-----QHRPLMRNHTFSQKTFLRGDNCVQCQKRIRFGAVGLRCRDCPVRCHIDCRYLLTVSCVP---QTGTPT-------TKTMTGYVTDFAPSIAPMIPALIV   450
C.e._Cyk-4 SLSCGSIPSCDQTPGQTTNNIGLGMSSAILTKSTLDIRTLKRGTPAWTNGTTRDIAMRPHTFIEAGIKAMRKCDKCATALKL-ATSMKCRDCHQVVHRSCCNKLHLPCIPRPKTMMTPKSALRGAKPGAGEFRLQDLCTSAKPMIPAAVI   450
1TX4_A ------------------------------------------------------------------------------------------------------RPPLPNQQ----------------FGVSLQHLQEKNPEQEP-IPIVLR   450

               *  :: :.**  *::* ..  :  . : ::     ..        :      :* ***.* :**:.                * .       : :  **: * :.* :*  .  :  ::.    *    :: :..* ::         
H.s._MgCGAP HCVNEIEQRGLTETGLYRISGCDRTVKELKEKFLRVKTVPLLSKVDDIHAICSLLKDFLRNLKEPLLT--FRLNRAFMEAAEITDEDNSIAAMYQAVGELPQANRDTLAFLMIHLQR-VAQSPHTKMDVANLAKVFGPTIVAHAVP-NPD   600
M.m._MgcGap SCVNEIEQRGLTEAGLYRISGCDRTVKELKEKFLKVKTVPLLSKVDDIHVICSLLKDFLRNLKEPLLT--FWLSKAFMEAAEITDEDNSTAAMYQAVSELPQANRDTLAFLMIHLQR-VSQSPDTKMDIANLAKVFGPTIVAHTVP-NPD   600
D.m.50C5-D2 HCVNEIEARGLTEVGLYRLSSSEREYKALKEQFLRGKATPHLGNT-DIYVLCCCVKDFLRSLTEPLIP--TSQWKDFANAVQNPDTKTAQDMLVKSVKQLPQANRDTLAFLILHFQR-IAQCPVVLMPIDNISLIFGPTIVGYSTP-DPD   600
C.e._Cyk-4 HCVVALEARGLTQEGIYRVPGQVRTVNVLLDELR-SKTVPNVGLH-DVEVITDTLKRFLRDLKDPLIPRTSRQELIVAANLYSTDPDNGRLALNRVICELPQANRDTLAYLFIHWRKVIAQSSRNKMNCEAMARMVAPAVMGHPVKQSQS   600
1TX4_A ETVAYLQAHALTTEGIFRRSANTQVVREVQQKYNMGLPVDFDQYN-ALHLPAVILKTFLRELPEPLLT---FDLYPHVVGFLNIDESQRVPATLQVLQTLPEENYQVLRFLTAFLVQISAHSDQNKMTNTNLAVVFGPNLLWAKDA----   600

                              *:.     :                                                                                             
H.s._MgCGAP PVTMSQDIKRQPKVVERLLSLPLEYWSQFMMVEQENIDPLHVIENSNAFSTPQTPDIKVSLLGPVTTPEHQLLKTPSSSSLSQRVRSTLTKNTPRFGSKSKSATNLGRQGNFFASPMLK   719
M.m._MgcGap PVTMFQDIKRQLKVVERLLSLPLEYWNQFMMVDQENID---SQRG-NGNSTPRTPDVKVSLLGPVTTPEFQLVKTPLSSSLSQRLYN-LSKSTPRFGNKSKSATNLGQQGKFFPAPYLK   719
D.m.50C5-D2 QHAIYTEVFTQKQVMKALLELPVSFWEQYIVIDPTRTP-ATVIKR-----VPSNKNDLLSLYG-GTIKKRKFYGTPPASAHKK------------------------------------   719
C.e._Cyk-4 QAIAGRDATDCHRAMTALFEFDDVYWQRFLGTSAVSMA---SNQIETARHQDNFALCDRSILGPVTTSPATPLLARSANATRARGAHLLGSMFHD------------------------   719
1TX4_A -AITLKAINPINTFTKFLLDHQGELF---------------------------------------------------------------------------------------------   719
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