Pre-synapse

Synaptic
vesicle

R R iy

Post-synapse

CAOG_06750 Preso
CAOG_02708 Homer
CAOG_02805 SNAP25
CAOG_01480 Tomosyn
CAOG_02980 Cript
CAOG_06150 Synaptobrevin2
CAOG_06762 Syntaxin_1 b
CAOG 08098 Synaptogyrin
622 Syntaxin_1 a
AOG _01
CAOG_04601 Tomosyn-like
CAOG_04455
naptophysin

CAOG 01226 BLG

CAOG_0 7915 CaMKII
CAQG_07745 Flotillin—2
CAOG_07783 GKAP
CAOG_08407 Spectrin
CAOG_00020 Flotillin—1
CAOG_07087 Velis
CAOG_00117 Cortactin
CAOG_04826 IP3R

CAOG_0

PTSG_00877_Synaptobrevin2 a
PTSG_02586_Flotillin—2

CFRG7399_Syntaxin
CFRG5473_PICK
CFRG1289_SNAP-25
CFRG3170_Tomosyn
CFRG1702_Munc18
CFRG4139_Synaptopgyrin
CFRG4005_LAR_like
CFRGO0159_Flotillin_1
CFRGA4535_Shank
CFRG0937_Homer
CFRG7088_IP3R
CFRG5758_GKAP
CFRG2976_Cript

60 SHANK

unc18

PTSG_02495_Cript
PTSG_06383_Flofillin—1
PTSG_10805_Cortactin

PTSG,SQB1 1_Syanptol

rin

TSG_05865_GKAP
PTSG_07526_Syntaxin_1

PTSG_06318_PICK
PTSG_11105_Synaptobrevin2 b
PTSG_09674_SNAP25

PTSG_00432_Homer
PTSG_06188_Munc18
PTSG_02960_Tomosyn
PTSG_10090_CaMKIl
PTSG_03130_Spectrin
PTSG_04002_Preso
PTSG_03032_SynGAP
PTSG_07655_IP3R
PTSG_00740_SHANK
PTSG_01141_DLG
PTSG_13149_LAR

Cript
GKAP

IP3R
Cortactin
Flotillin-1

Creolimax fragrantissima
Ichthyosporea

f;'—_Lﬁ_r';l;(

GKAP

Preso

CFRG7399_Syntaxin
CFRG5473_PICK
CFRG1289_SNAP-25
CFRG3170_Tomosyn
CFRG1702_Munc18
CFRG4139_Synaptopgyrin
CFRG4005_LAR_like
CFRGO0159_Flotillin_1
CFRG4535_Shank
CFRG0937_Homer
CFRG7088_IP3R
CFRG5758_GKAP
CFRG2976_Cript

IP3R
Homer
Shank

PICK .

Flotillin_1

Capsaspora owczarzaki
Filasterea

CAOG_06750 Preso
CAOG_02708 Homer
CAOG_02805 SNAP25
CAOG_01480 Tomosyn
CAOG_02980 Cript
CAOG_06150 Synaptobrevin2
06762 Syntaxin_1 a
CAOG_08098 Synaptogyrin
CAOG_06622 Syntaxin_1 b
CAOG_01460 SHANK
CAOG_04601 Tomosyn-like
CAOG_04455 Munc1

CAOG 08250 S{naptophysm
CAOG_012

CAOG 07 5 CaMKII
CAOG,07745 Flotillin-2
CAOG_07783 GKAP
CAOG_08407 Spectrin
CAOG_00020 Flotillin—1
CAOG_07087 Velis
CAOG_00117 Cortactin
CAOG_04826 IP3R
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Salpingoeca rosetta
Choanoflagellate

PTSG_00877_Synaptobrevin2 a
PTSG_02586_Flotillin—2
PTSG_02495_Cript
PTSG_06383_Flotillin—1
PTSG_10805_Cortactin
PTSG_09811 Syangtogynn
PTSG_05865_G
PTSG_07526_Syntaxin_1
PTSG_06318_PICK
PTSG_11105 SK‘nagtobrevian
PTSG_09674_SNA
PTSG_00432_Homer
PTSG_06188_Munc18
PTSG_02960_Tomosyn
PTSG_10090_CaMKIl
PTSG_03130_Spectrin
PTSG_04002_Preso

PTSG_00740:SHANK
PTSG_01141_DLG
PTSG_13149_LAR

Cript

CaMKiIl
Homer
PICK
GKAP
Cortactin
Flotillin-1
Flotillin-2
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