Filopodial-related actin remodellers

Creolimax fragrantissima
Ichthyosporea

CFRG5402_Vav-1
CFRG8302_Cdc42
CFRG4859_Arp_Subunit4
CFRG4951_Arp3
CFRG4811_Arp_Subunit2
CFRG2610_Arp_Subunit1
CFRG7079_Diaphonous
CFRG2931_Fimbrin
CFRG5628_Flightless
CFRG4662_Ract
CFRG7808_Arp_Subunit5
CFRG3337_Cofilin
CFRG1082_Villin
CFRGO0160_Arp_Subunit3
CFRG5205_Twinfilin
CFRGO0334_Arp2
CFRG1028_Severin
CFRG7796_Profilin
CFRG3002_Ena_VASP
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Capsaspora owczarzaki
Filasterea

CFRG5402_Vav-1
CFRG8302_Cdc42
CFRG4859_Arp_Subunit4
CFRG4951_Arp3
CFRG4811_Arp_Subunit2
CFRG2610_Arp_Subunit1
CFRG7079_Diaphonous
CFRG2931_Fimbrin
CFRG5628_Flightless
CFRG4662_Ract
CFRG7808_Arp_Subunit5
CFRGB337_Cofilin
CFRG1082_Villin
CFRGO160_Arp_Subunit3
CFRG5205_Twinfilin
CFRG0334_Arp2
CFRG1028_Severin
CFRG7796_Profilin
CFRG3002_Ena_VASP

Arp_Subunit2
Arp3
Arp_Subunit4
Cdc42

Vav-1

CAOG_01521 Profilin

CAOG
CAOG_00154 Fimbrin1
CAOG_04005 Arp_Subunit5
CAOG_06443 Arp_Subunit1
CAOG_02007 MyoX _1
CAOG_02885 Arp_Subunit4
CAOG_02322 Arp_Subunit2

AOG_04121 Twinfilin

CAOG_03915 Villin
CAOG_04581 Cdc42
CAOG_03705 Arp3
CAOG_03291 Arp2
CAOG_07167 MyoX_2
CAOG _07583 Dleg)hanous

CAOG_01488 WASH
CAOG_08252 Vav-1

Salpingoeca rosetta
Choanoflagellate

CAOG _01521 Profilin
CAOG_06847 Severin

AOG: 00505 Fascm
CAOG_00154 Fimbrin a
CAOG_04005 Arp_Subunits
CAOG_06443 Arp_Subunit1
CAOG_02007 MyoX_1
CAOG_02885 Arp_Subunit4
CAOG,02322 Arp_Subunit2

CAOG_03915 Villin
CAOG_04581 Cdc42
CAOG_03705 Arp3
CAOG_03291 Arp2
CAQG_07167 MyoX_2
CAOG_07583 Dlaphanous
CAOG_01037 IRSpS3 b

CAOG_01488 WASH
CAOG_08252 Vav-1
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PTSG_10428_Profilin
PTSG_06733_Cdc42
PTSG_01554_Cofilin
PTSG_08614_Ena_VASP
PTSG_01774_ERM
PTSG_12505_Arp3
PTSG_06187_Arp_Subunit5
PTSG_06844_Diaphanous
PTSG_10429_Arp_Subunit1
PTSG 12696_Arp2
TSG_02449_Twinfilin

PTSG _06411_Arp_Subunit4
PTSG_09554_Arp_Subunit2
PTSG_10805_Cortactin
PTSG_02984_Arp_Subunit3
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PTSG_05707_Fascin2
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PTSG_10198_Rac1
PTSG_04711_WASH
PTSG_00515_Fimbrin
PTSG_01392_IRSp53
PTSG_05616_WIP
PTSG_00762_MyosinX
PTSG_10129_Fascin1
PTSG_03254_Villin_1
PTSG_06787_WAVE_1
PTSG_04098_Flightless
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