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Supplementary file 1. Saccharomyces cerevisiae strains used in this study.
	Strain
	Relevant genotype
	Source

	JKM139

 
	MATa ho hml∆::ADE1 hmr∆::ADE1 ade3::GAL-HO ade1-100 leu2-3;112 lys5 trp1::hisG ura3-52 
	Lee et al., 1998

	184/10A
	JKM139 sml1∆::KANMX4 mec1∆::HIS3
	Mantiero et al., 2007

	YLL1794
	JKM139 tel1∆::NATMX
	Clerici et al., 2014

	185/15C
	JKM139 sml1∆::KANMX4 mec1∆::HIS3 tel1∆::NATMX
	This study

	DMP5396/4C
	JKM139 hta2∆::NATMX
	Clerici et al., 2014

	DMP5129/19B
	JKM139 hta2∆::NATMX hta1-S129A::URA3
	Clerici et al., 2014

	YLL3405
	JKM139 hta2∆::NATMX hta1-S129A::URA3 sgs1∆::NATMX
	This study

	YLL1769
	JKM139 mre11∆::NATMX 
	Clerici et al., 2006

	YLL1540
	JKM139 exo1∆::LEU2
	Clerici et al., 2006

	DMP5689/7C 
	JKM139 rad9∆::KANMX4
	Clerici et al., 2014

	DMP5706/11D
	JKM139 exo1∆::LEU2 sgs1∆::NATMX
	Clerici et al., 2014

	YLL3542
	JKM139 RPB2-3HA::TRP1
	This study

	YLL3543
	JKM139 RPB2-3HA::TRP1 exo1∆::LEU2 sgs1∆::NATMX
	This study

	YFP17
	mata∆::hisG ho hml∆::ADE1 hmrΔ::ADE1 leu2-HOcs ade3::GAL-HO ade1 lys5 trp1::hisG ura3-52
	Pâques et al., 1998

	YLL3665
	YFP17 RPB2-3HA::TRP1
	This study

	tGI354
	ho hml∆::ADE1 MATa-inc hmr∆::ADE1 ade1 leu2-3;112 lys5 trp1::hisG ura3-52  ade3::GAL::HO arg5,6::MATa::HPHMX 
	Saponaro et al., 2010

	YLL3656
	tGI354 rad51∆:: KANMX4
	This study

	YLL3667
	tGI354 RPB2-3HA::TRP1 rad51∆:: KANMX4
	This study
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