Figure 1-figure supplement 2

A: V11-2 D2-6 J1

>M01518:53:000000000-A7MVN:1:1101:12630:6931 COPY:2116 mIGHV11-2*01[0] mIGHD2-6*01 mIGHJ1*03[0] mIGHM*03 MRYSNYWYFDV
T P G K T L E W I G D I N S DG S A I NY AP S TI KUDRUF FTTIUPFRDNDIEKSTL
. . . . t . . . . 3 . .
acacctgggaagaccctggagtggaTTCGGACGACATTAATTCTCATCGCAGTGCAATAAACTACGCACCATCCATARACGGATCCGATTCACTATCTTCACGAGACAATCACAACAGCACCCTG
ACACCTGGGAAGACCCTCGAGTGGATTGCACACATTAATTCTCATGGCAGTGCAATAAACTACGCACCATCCATAAAGGATCCATTCACTATCTTCAGACGACAATCACAAGAGCACCCTG

Y L QM S NV RS EDTAT T Y P CMRY S N Y WY P DV W
. . 1 . . . . 3

G T ¢ T TV TV S § E

TACCTGCAGATGAGCAATGTGCCGATCGGAGGACACAGCCACGTATTTCTGTATGACGATATAGTAACTACTGGTACTTCGATGTCTGGCGGCACAGCGGACCACGECTCACCGTCTCCTCAGAG
TACCTGCAGATGAGCAATGTGCGATCGCGAGGACACAGCCACGTATTTCTGTATGAGATATAGTAACTACTGGTACTTCGATGTCTGGCGGCACAGGGACCACGCGTCACCGTCTCCTCAGAG

B: V11-2 D2-8 J1

>M01518:53:000000000-A7MVN:1:1103:15890:4689 COPY:138B mIGHV11-2*01[0) mIGHD2-B8*01 mIGHJ1*03[0) mIGHM*03 MRYGNYWYFDV
T P G K T L E W I 6 D I N 8§ DG S A I N Y A P S I KDURVFTTIPFRUDNDI KS T™L
. . . . 1 . . . . 3 . .
acacctgggaagaccctggagtggaTTCGCGACGACATTAATTCTCATCGGCACGTCGCAATAAACTACGCACCATCCATARAGCGATCCATTCACTATCTTCACGACGACAATCACAACGAGCACCCTG
ACACCTGGGAAGACCCTGGAGTCGGATTCGGACGACATTAATTCTCATCGCAGTGCAATAAACTACGCACCATCCATARACCGATCCATTCACTATCTTCAGACGACAATCACAAGAGCACCCTG

Y L O M S NV RS EDTAT®TYP? CMRY G NY WY P? DV WCGEGTGEETTT™UV TV S § E
. . t . . . . 3 . . . .
TACCTGCAGATGAGCAATGTGCGATCGGAGGACACAGCCACGTATTTCTGTATGAGATATGGTAACTACTCGTACTTCGATGTCTGGCGGCACAGECGACCACGGTCACCGTCTCCTCAGAG
TACCTCGCAGATGAGCAATGTCCCATCGCACCACACAGCCACGTATTTCTCTATGACATATCCTAACTACTCGTACTTCGATGTCTCGCGCACAGCCACCACGGTCACCGTCTCCTCAGAG

C:VvV11-2D1-1 J1

>M01518:53:000000000-A7MVN:1:1101:10142:6844 COPY:1809 mIGHV11-2*01[0] mIGHD1-1*01 mIGHJ1*03[0] mIGHM*03 MRYGSSYWYFDV
T P G K T L EW I 6D I NS DG SAINUYA?PSTIKUDRF FTTIUFIRDNDI KSTL

. . . . 1 . . . . 3

acacctgggaagaccctggagtggat tgGAGACATTAATTCTCGATCGCCACTGCAATAAACTACGCACCATCCATAAAGGATCCGATTCACTATCTTCACGACGACAATCACAACGAGCACCCTG
ACACCTGGGAAGACCCTGGACGTGGATTGGACGACATTAATTCTCATGGCAGTGCAATARACTACGCACCATCCATAAACGATCCGATTCACTATCTTCAGAGACAATCACAAGAGCACCCTG

Y L O M S NV RS EDTAT Y PP CMRY G S§ 8 YWY P DVWGETCCGET™TUV TV S S
. . t . . . . 3 . . . .

TACCTGCAGATGAGCAATGTGCGATCGGAGGACACAGCCACGTATTTCTGTATGACGATACGGTAGTAGCTACTGETACTTCGATCTCTGEGGCACAGGGACCACGGTCACCGTCTCCTCA
TACCTGCAGATGAGCAATGTGCGATCGGAGGACACAGCCACGTATTTCTGTATGAGATACGGTAGTAGCTACTGECTACTTCGATCTCTGEGGCACAGGGACCACGGTCACCGTCTCCTCA




