Figure 6-figure supplement 1

>M01518:46:000000000-A6JL1:1:1113:20340:8656 COPY:22 mIGHV1-53+01[2) mIGHD4-1%02 mIGHJ2*01[8] mIGHM*03 ANWDY

R HEG QG LETWTITGN II P s N e e T[N Y NE KPF K S KATLTUVDTEKTSS S ™A
. . . . t . . . . 3 . .

aggcatggacaaggccttgagtggattggAAATRTTAATCCTAGCAATGGTGETACTAACTACAATGAGAAGT TCAAGAGCAAGGCCACACTGACTGTAGACAAATCCTCCAGCACAGCE

AGGCCTGGACAAGGCCTTGACTGCATTCGAAATAT TAATCCTAGCAATGCTGCTACTAACTACAATGAGAAGT TCAAGAGCARGGCCACACTGACTGTAGACARATCCTCCAGCACAGEC

Yy M 0L s S L TS ED S AV Y Y CANWDYWSGEGQGEGTTTTL TV S S E S QS F PN
. . 1 . . . . 3 . . . .

TACATGCAGCTCAGCAGCCTGACATCTGAGCGACTCTGCGETCTATTATTCTGCARACTGECCACTACTGGEGCCAAGGCACCACTCTCACAGTCTCCTCAGAGAGTCAGTCCTTCCCAAAT
TACATGCAGCTCAGCAGCCTGACATCTGACCACTCTGCGETCTATTATTCTGCARACTGCCACTACTCCECCCAAGGCACCACTCTCACACGTCTCCTCAGAGAGTCAGTCCTTCCCAAAT

>M01518:46:000000000-A6JL1:1:1112:18830:24201 COPY:21 mIGHV1-26*01[2] mIGHD4-1*02 mIGHJ2*01[8B] mIGHM*03 ANWDY

c rls ¥ N Q K F KCG KATTLTJ VDI KT S S ST A Y

. . . . 1 . . . . 3 . .
ccatggaaagagccttgagtggattggACATATTAATCCTAACAATGETCETACTAGCTACAACCAGAAGTTCAACGCCARGGCCACATTGACTGTAGACAAGTCCTCCAGCACAGCCTA
CCATGEARAGAGCCTTCAGTCOATTCEAGA AT TANTCCTAACAATGGTCETACT AGC TACAA CCAGAAGTTCAAGEGCARGECCACATTGAC TG TAGACAAGTCCTCCAGCACAGCCTA
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M E L R S L T S ED S AV Y Y CANWDYWGEOQETTTTL TV S S E S QS F P NV

. . t . . . . 3 . . . .
CATGGAGCTCCGCAGCCTGACATCTGAGGACTCTCCAGTCTATTACTGTCCAAACTGCGGACTACTGGGGCCAAGEGCACCACTCTCACAGTCTCCTCAGAGAGTCAGTCCTTCccaaatgt
CATGGAGCTCCGCAGCCTGACATCTGAGGACTCTCCAGTCTATTACTGTGCAAACTGGGACTACTGGCGGCCAAGEGCACCACTCTCACAGTCTCCTCAGAGAGTCAGTCCTTCCCARATGT

>M01518:46:000000000-A6JL1:1:2111:23558: 13100 COPY 11 mIGHV1-55*%01(2) mIGHD4-1*02 mIGHJ2*01(B) mIGHM*03 ANWDY
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gaagcagaggcctgGACARGGCCTTGACTCCAT TCCACA AT T TATCCTCCTAGTCETAGTAC TAACTACAATGAGAAGT TCARGAGCAAGGCCACACTCACTGTAGACACATCCTCCAG
GAAGCAGAGGCCTGGACAAGGCCTTGAGTGGATTGGAGATATTTATCCTGGTAGTGGTAGTACkAACTACAATGAGAAGTTCAAGAGCAAGGCCACACTGACTGTAGACACATCCTCCAG

T A Y M QL 8§ 8§ L TS ED S AV Y Y CANWDYW®WOCGEOQGEGTTL TV S S E S QS F
. . t . . . . 3 . . . .

CACAGCCTACATGCAGCTCAGCAGCCTGACATCTGAGCGACTCTGCCGTCTATTACTGTGCAAACTCGCACTACTGCGGCCAAGGCACCACTCTCACAGTCTCCTCAGAGAGTCAGTCCTT
CACAGCCTACATGCAGCTCAGCAGCCTGACATCTGAGCGACTCTGCCGTCTATTACTGTGCAAACTCGCACTACTCGCGCGCCAAGGCACCACTCTCACAGTCTCCTCAGAGAGTCAGTCCTT

>M01518:46:000000000-A6JL1:1:2108:14928:21401 COPY:4 mICHV14-3*01(2) mIGHD4-1%02 mIGHJ2*01(8) mIGHM*03 ANWDY
R P DQGL EW I GR I DUPA ANGNTIK Y APIKUV FOQOGEGIKATTITA ADTS S NTA
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I
aggcctgaccagggcctggagtggATTGGAAGGhTTGATCCTGCGAATGGTAATACTAAATATGCCCCGAAGTTCCAGGGCAAGGCCACTATAACTGCAGACACATCCTCCAACACAGCC
AccccTcaacaccccCTGGAGTGGATTGGAAGGPTTGATCcTcccAATGGTAATACﬂAAATATGccccGAAGTTCCaccccaaccccacwawaacchacacacamccmccaacacascc

. . . . 3 . .

Yy L QL S SL T™SEDTTA ATIYYOCANWWDYWSCGEGOQGTTTLTV S S E S QSVF PN
. . t . . . . 3 . . . .
TACCTGCAGCTCAGCAGCCTGACATCTCAGGACACTGCCATCTATTACTCGTGCTAACTGECACTACTggggeccaaggcaccactctcacagtectectcagagagtcagtecttcccaaat
TACCTGCAGCTCAGCAGCCTGACATCTGAGGACACTGCCATCTATTACTGTGCTAACTGCCACTACTGGCCCCAAGGCACCACTCTCACACGTCTCCTCAGAGAGTCAGTCCTTCCCAAAT




