Supplementary File 1. Primers used for gPCR

Mouse gene
Forward primer sequence Reverse primer sequence
symbols
5’-
Actb 5’-GGCTGTATTCCCCTCCATCG-3’ CCAGTTGGTAACAATGCCATG
T-3°
5’- 5’-
1l6 ATCGTGGAAATGAGAAAAGAGTTG | AAGTGCATCATCGTTGTTCAT
T-3° ACA-3
5’-
5’-
Tnfa CATCTTCTCAAAATTCGAGTGACAA
TCAGCCACTCCAGCTGCTC-3’
-3°
5’-
Ifng 5’-ATGAACGCTACACACTGCATC-3* | CCATCCTTTTGCCAGTTCCTC-
3 b
5’-
5’-GCTGGACAACATACTGCTAACC-
1110 ATTTCCGATAAGGCTTGGCAA-
3 b
3 b
5’-
Timpl 5’-GCAACTCGGACCTGGTCATAA-3’
CGGCCCGTGATGAGAAACT-3’
5’-
Mmp?2 5’-CAAGTTCCCCGGCGATGTC-3’

TTCTGGTCAAGGTCACCTGTC




-3’

Acta

5’-TCCACCGCAAATGCTTCTAAG-3’

5’-

TGTTGCTAGGCCAGGGCTAC-

3’

Col4al

5’-CTGGCACAAAAGGGACGAG-3’

5’-

ACGTGGCCGAGAATTTCACC-

3’

5’-

Cd36 5’-ATGGGCTGTGATCGGAACTG-3’ GTCTTCCCAATAAGCATGTCT
CcC-3’
5.

Fabp3 5’-ACCTGGAAGCTAGTGGACAG-3’ | TGATGGTAGTAGGCTTGGTCA
T-3°
5.

Fasn 5’-GGAGGTGGTGATAGCCGGTAT-3" | TGGGTAATCCATAGAGCCCAG
-3’
5.

Acsll 5’-TGCCAGAGCTGATTGACATTC-3> | GGCATACCAGAAGGTGGTGA
G-3’
5°-

Dgat? 5’-GCGCTACTTCCGAGACTACTT-3* | GGGCCTTATGCCAGGAAACT-

3’




Pnpla?2

5’-GGATGGCGGCATTTCAGACA-3’

5’-

CAAAGGGTTGGGTTGGTTCA

G-3’

5’-

5’-

Pex CTGAAGTTCCAAACAGTTCGAGG-

CGCACGAAACACTCGGATG-3’
3’

5°-

Acly 5’-AATCCTGGCTAAAACCTCGCC-3’ | GCATAGATGCACACGTAGAAC
T-3’
5°-

Acaca 5’-ATGGGCGGAATGG TCTCTTTC-3* | TGGGGACCTTGTCTTCATCAT-
3’
5°-

Acach 5’-CCTTTGGCAACAAGCAAGGTA-3’ | AGTCGTACACATAGGTGGTCC

-3’

Scdl

5’-GCCAGACCGGGCTGAACACC-3’

5’-

GGCCTCCCAAGTGCAGCAGG-

3’

Acss?2

5’-AAACACGCTCAGGGAAAATCA-

3’

5’-

ACCGTAGATGTATCCCCCAGG-

3,

Acot?

5’-CCCCAAGAGCATAGAAACCA-3’

5’-




CCAATTCCAGGTCCTTTTACC-

3’

5’-

Ppara 5’-AGAGCCCCATCTGTCCTCTC-3’ ACTGGTAGTCTGCAAAACCA
AA-3°
5.

Aoah 5’-CAGCTACTCCCATGGCCAAA-3’ GCCACCTGGACTGAAGAGTT-
3’

5.

Srebfla 5’-GATGTGCGAACTGGACACAGC-3’ | GAGAAGCTCTCAGGAGAGTT
GG-3’

5.

Srebflc 5’-CGCGGACCACGGAGCCATG-3’ GAGAAGCTCTCAGGAGAGTT
GG-3’
5’-TGAGCAGCATCATAGTTCC-

Saal 5’-TTGTTCACGAGGCTTTCC-3’

3’
5.
5’-TGGCTGGAAAGATGGAGACAA-

Saa2 AAAGCTCTCTCTTGCATCACT

3’

G-3’

Saa3

5’-TGCCATCATTCTTTGCATCTTGA-

3’

5’-

CCGTGAACTTCTGAACAGCCT

-3’




Irak3

5’-TCCCACCTGAGGTGAAGCAT-3’

5’-

TGTGACATTGGCTGGTTCCA-

37




