A IP: monobody c Protein Prob Intensity Spectra UPep Coverage #AA's
5 beads >sp| Q60974 | Ncorl 131.01 4661089.9 55 40 16.67 2453
2 Mb(S4) Mb(S14)  control € >tr|Ncor2 92.84 1157303.6 45 30 10.97 2507
£ ’FT W E‘ ’FT W E‘ ’FT W E‘ 23 >sp|Q5SWU9 | Acaca 87.65 29231860 40 30 11.56 2345

>sp|Q80U93 | Nup214 67.66 1491427.0 31 20 10.65 2085

: L Iwestern: >tr|A2AIX1|Sec16a 53.03 1994295.6 26 19 9.09 2377
= . cat o-Mitgrl >sp|Q69ZK6 | Imjdic 4731 9272573 32 20 8.98 2350

% E ;o >sp| Q6DFV5 | Helz 4449 5992284 20 15 8.10 1964
>sp|Q8VDME | Hnrnpull 4147 5712889 21 12 14.44 859

>sp|Q3U3C9|Gsel 36.60 2240891.6 21 14 12.04 1213

B >sp| Q4JK59 | Tet2 36.39 4697270 17 15 8.53 1912
Mb(S4) monobody pulldown >sp|P63017 |Hspa8 3252 3131242 15 11 19.20 646
>tr|A2A468 | Ncoa3 29.18  634849.8 13 9 8.49 1402

MW, >sp|Q8CGY8|Ogt 19.93  455381.5 8 7 7.46 1046
kDa >sp|Q62Q88|Kdm1a 19.77 10077910 8 7 11.25 853
250 = >sp|Q8CGZ0| Cherp 18.65 5535133 11 10 7.59 936
>sp|Q99MRS | Mccel 1712 257034.1 6 6 11.58 717

130 18 >tr|Q3U3X7 | Trim25 16.14 2181876 5 4 6.94 634
>sp|Q9QXE7 | Thl1x 15.84  270694.9 5 4 11.39 527

100 = >sp|Q8JZX4|Rbm17 12.22 11323786 8 6 14.32 405
70 & === Mtgrl >sp|Q8BHI5 | Thllr 11.30  779759.7 8 4 12.65 514
5 = - >Prdm14 >tr| Q3UJBO|Sf3b2 11.26  111875.1 5 4 4.78 878
>sp|Q91VX2 | Ubap2 1077 266106 4 3 3.18 1132

35 >sp|B7ZNGO| Kif7 1049 634325 5 4 2.60 1348
25 » >sp| 070374 | Mtgrl 1040 4024810 7 5 7.58 594
& >sp|Q99NBY | Sf3b1 1019 361736 4 4 3.83 1304
>sp|Q8CH18| Ccarl 9.84 1043822 6 5 3.58 1146

>sp| 088895 | Hdac3 911  301079.7 8 4 8.96 424

>sp| Q8K389 | Cdk5rap2 849 585752 4 4 2.69 1822

>tr|E90842 | Nav2 8.38  90602.6 5 3 1.23 2432

>sp|P48725| Pent 833 4221115 6 6 2.31 2898

>sp| Q05920 Pyc 831  139998.8 7 5 3.82 1178

>sp|P99024 | Tubb5 825  449296.1 3 3 7.43 444

>tr|A2BIEL|Qserl 7.64  16068.2 4 4 3.06 1698

>sp| Q8CFE3|Reorl 7.09  32056.1 1 1 3.35 477

>sp|Q9DBRO| Akap8 641  36305.5 5 3 5.09 687

>sp|E9Q3T6|Prdm14 633  99325.0 4 3 4.81 561

>sp|Q3ULD5 | Mccc2 6.00 457156 2 2 4.09 563

>sp|Q99PI2 | Trim8 574 679647 4 3 4.54 551

>sp|Q3U0V1 | Khsrp 516 272781 1 1 1.87 748

>sp|Q8C796 | Reor2 515  33583.7 5 3 5.54 523

>sp|P57784|Snrpal 501 354085 1 1 5.49 255

>sp|Q61495| Dsgla 501 245005 1 1 1.23 1057



