	Table S1. Strains and Plasmids

	Strain
	genotype
	Reference

	RP1860
RP44
	PAO1F wild type
PA14 wild type
	(1)
(2)

	RP4708
	PAO1F ∆fliF
	this study

	RP4126
	PAO1F ∆pilA
	this study

	RP9170
	PAO1F ∆fliF ∆pilA
	this study

	RP12980
	PAO1F ∆fliF2
	this study

	RP13077
	PAO1F ∆pslC
	this study

	RP13080
	PAO1F ∆fliF2 ∆pslC
	this study

	RP13081
	PAO1F ∆fliF2 ∆pslD
	this study

	RP13089
	PAO1F ∆wspF
	this study

	RP3302
	PAO1F ∆fliC
	(3)

	RP12922
	PAO1F ∆fliE
	this study

	RP12894
	PAO1F ∆fliG
	this study

	RP12935
	PAO1F ∆flgBCDEFG
	this study

	RP12859
	PAO1F ∆flgI
	this study

	RP12936
	PAO1F flhA(R147A)
	this study

	RP12897
	PAO1F ∆cheA
	this study

	RP12896
	PAO1F ∆fliHIJ
	this study

	RP12923
	PAO1F ∆flhA
	this study

	RP12911
	PAO1F ∆fliOPQRflhB
	this study

	RP1865
	PAO1F ∆fleQ
	(4)

	RP13249
	PAO1F ∆fliF2 ∆fleQ
	this study

	RP12961
	PAO1F ∆fliF ∆gmd
	this study

	RP12963
	PAO1F ∆fliF ∆wbpM
	this study

	RP13195
	PAO1F ∆fliF2 ∆ssg
	this study

	DH5a
	F– endA1 glnV44 thi-1 recA1 relA1 gyrA96 deoR nupG purB20 φ80dlacZΔM15 Δ(lacZYA-argF)U169, hsdR17(rK–mK+), λ–
	

	SM10 lpir
	thi thr leu tonA lacY supE recA::RP-2Tc::Mu kanR::lpir
	(5)

	
	
	

	plasmid
	genotype
	Reference

	pPSV37
	colE1 origin, gentR, PA origin, oriT, placUV5 promoter, lacIq
	(6)

	pP37-fliF
	fliF under control of placUV5 promoter
	this study

	pJN105
	gentR, pBAD promoter, araC, pBBR1 origin
	(7)

	pJN2133
	pJN105 with PA2133 under control of pBAD
	(8)

	pP25-GFPo
	constitutively expressed GFPmut3, bla
	(9)

	pPSV35-CV
	colE1 origin, gentR, PA origin, oriT, placUV5, lacIq,VSV-G tag
	(10)

	pPSV35-CV-pslC
	pslC-VSV-G under control of placUV5 promoter
	Joseph Mougous, unpublished

	pPSV35-CV-pslD
	pslD-VSV-G under control of placUV5 promoter
	Joseph Mougous, unpublished

	pEXG2
	allelic exchange vector, colE1 origin, oriT, gentR, sacB
	(11)

	pEXG2-∆pilA
	pilA deletion removing codons 3-148, in pEXG2
	this study

	pEXG2-∆fliF
	fliF deletion removing codons 3-597, in pEXG2
	this study

	pEXG2-∆fliF2
	fliF deletion removing codons 65-490, in pEXG2
	this study

	pEXG2-∆pslC
	pslC deletion removing codons 8-297, in pEXG2
	this study

	pEXG2-∆pslD
	pslD deletion removing codons 14-247, in pEXG2
	this study

	pEXG2-∆fliE
	fliE deletion removing codons 3-108, in pEXG2
	this study

	pEXG2-∆fliG
	fliG deletion removing codons 1-339, in pEXG2
	this study

	pEXG2-∆fliHIJ
	fliHIJ, clean deletion moving fliJ STOP to fliG, in pEXG2
	this study

	pEXG2-∆fliOPQRflhB
	deletes fliO(codon 2)-flhB(codon 377), in pEXG2
	this study

	pEXG2-∆flgBCDEFG
	deletes flgB(codon 1)-flgG(codon 253), in pEXG2
	this study

	pEXG2-∆flgI
	flgI deletion removing codons 3-368, in pEXG2
	this study

	pEXG2-∆flhA
	flhA deletion removing codons 4-704, in pEXG2
	this study

	pEXG2-flhA(R147A)
	flhA R147A mutation, in pEXG2
	this study

	pEXG2-∆fleQ
	fleQ deletion removing codons 4–487, in pEXG2
	(4)

	pEXG2-∆wspF
	wspF deletion removing codons 11-329, in pEXG2
	this study

	pEXG2-∆cheA
	cheA deletion removing codons 3-752, in pEXG2
	this study

	pEXG2-∆gmd
	∆gmd, clean deletion moving rmd stop to gmd stop
	this study

	pEXG2-∆wbpM
	wbpM deletion removing codons 3-646, in pEXG2
	this study

	pEXG2-∆ssg
	ssg deletion, in pEXG2
	this study
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