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ETS motif search: CGGAAA, CGGAAG, AGGAAA, AGGAAG, TGGAAA, TGGAAG, TTTCCG, CTTCCG, TTTCCT, CTTCCT,
TTTCCA, CTTCCA. SOXF motif search: ACAATG, CATTGT, AGAATG, CATTCT, ACAAAG, CTTTGT, AGAAAG, CTTTICT,
ACAATA, TATTGT, AGAATA, TATTCT, ACAAAA, TTTTGT, AGAAAA, TTTTCT, ACAATC, GATTGT, AGAATC, GATTICT,
ACAAAC, GTTTGT, AGAAAC, GTTTCT. FOXC/O motif search: TAAATA, TCAATA, TAAACA, TCAACA, AAAATA, ACAATA,
AAAACA, ACAACA, GAAATA, GAAACA, TATTTA, TATTGA, TGTTTA, TGTTGA, TATTTT, TATTGT, TGTTTT, TGTTGT,
TATTTC, TGTTTC, CAAATA, TATTTG, CAAACA, TGTTTG. FOX:ETS motif search: AACAGGAA, AACAGGAT, TACAGGAA,
TACAGGAT, ATCCTGTT, TTCCTGTT, ATCCTGTA, TTCCTGTA. RBPJ motifs search: TTCCCA, CTCCCA, TTCTCA,
CTCTCA, TTCACA, CTCACA, TGGGAA, TGGGAG, TGAGAA, TGAGAG, TGTGAA, TGTGAG. MEF2 motif search:
CTAWWWWWA, CTAWWWWWG, TTAWWWWWA, TTAWWWWWG, GTAWWWWWA, GTAWWWWWG, TWWWWWTAG, CWWWWWTAG, TWWWWWTAA,
CWWWWWTAA, TWWWWWTAC, CWWWWWTAC. W represents a T or an A. SMAD4 motif search: CAGAC, GTCTG, CAGCC,
GGCTG, GAGAC, GTCTC, GAGCC, GGCTIC, TAGAC, GTCTA, TAGCC, GGCTA. SMAD1/5 G/C rich motif search:
CTGGAG, CTCCAG, CAGGAG, CTCCTG, CTGCAG, CTGCAG, CAGCAG, CTGCTG, CTGGCG, CGCCAG, CAGGCG, CGCCTG,
CTGCCG, CGGCAG, CAGCCG, CGGCTG. WNT-linked TCF/LEF motif search: ATCAAAG, TTCAAAG, ATGAAAG, TTGAAAG,
ATCAAAA, TTCAAAA, ATGAAAA, CTTTGAT, CTTTGAA, CTTTCAT, CTTTCAA, TTTTGAT, TTTTGAA, TTTTCAT. NR2F2
motif search: AGGTCA, TGACCT, AGGTTA, TAACCT, GGGTCA, TGACCC, GGGTTA, TAACCC. KLF motif search:
ACACCC, CCACCC, ACGCcC, ccGecec, GGGTGT, GGGTGG, GGGCGT, GGGCGG.



