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TYPECOORDSTYPE-1
GE SLBP ENSG00000163950
GE TIA1 ENSG00000116001
GE H1F0 ENSG00000189060
GE MOV10 ENSG00000155363
GE RPL14 ENSG00000188846
GE STAU2 ENSG00000040341
GE H1FX ENSG00000184897
GE PUM2 ENSG00000055917
GE ROCK2 ENSG00000134318
GE NAA15 ENSG00000164134
GE ESRP2 ENSG00000103067
GE USP36 ENSG00000055483
GE CDC42EP4 ENSG00000179604
GE NBPF14 ENSG00000122497
GE NBPF10 ENSG00000163386
GE RP3-377D14.1 ENSG00000162825
GE HMGB2 ENSG00000164104
GE SOGA2 ENSG00000168502
GE NUSAP1 ENSG00000137804
GE MKI67 ENSG00000148773
GE TOP2A ENSG00000131747
GE KPNA2 ENSG00000182481
GE HSPA1B ENSG00000204388
GE HSPA1A ENSG00000204389
GE GTPBP10 ENSG00000105793
GE EIF4E ENSG00000151247
GE DIAPH1 ENSG00000131504
GE DNAJC2 ENSG00000105821
GE TRMT10C ENSG00000174173
GE ESF1 ENSG00000089048
GE DDX21 ENSG00000165732
GE PWP2 ENSG00000241945
GE DDX10 ENSG00000178105
GE MRPS35 ENSG00000061794
GE WIBG ENSG00000170473
GE MPHOSPH10 ENSG00000124383
GE SRSF6 ENSG00000124193
GE PPIG ENSG00000138398
GE ALG13 ENSG00000101901
GE PRRC2C ENSG00000117523
GE HSPA8 ENSG00000109971
GE NOL8 ENSG00000198000
GE RTF1 ENSG00000137815
GE HNRPLL ENSG00000143889
GE FXR1 ENSG00000114416
GE TRA2A ENSG00000164548
GE FASTKD1 ENSG00000138399
GE RBMXL1 ENSG00000213516
GE MTPAP ENSG00000107951
GE ZC3H7A ENSG00000122299
GE MLL3 ENSG00000055609
GE HMGB3 ENSG00000029993
GE PPP1R10 ENSG00000204569
GE DHX29 ENSG00000067248
GE LBR ENSG00000143815
GE ZC3H4 ENSG00000130749
GE KRI1 ENSG00000129347
GE TOP1 ENSG00000198900
GE CCDC59 ENSG00000133773
GE NOP56 ENSG00000101361
GE ZNFX1 ENSG00000124201
GE HNRNPR ENSG00000125944
GE USP10 ENSG00000103194
GE SFPQ ENSG00000116560
GE NMD3 ENSG00000169251
GE LARP1 ENSG00000155506
GE TNRC6A ENSG00000090905
GE SPTBN1 ENSG00000115306
GE HIST2H4B ENSG00000182217
GE HIST2H4A ENSG00000183941
GE EIF4G3 ENSG00000075151
GE GTF2E2 ENSG00000197265
GE BICC1 ENSG00000122870
GE ZYX ENSG00000159840
GE PSPC1 ENSG00000121390
GE ZCCHC7 ENSG00000147905
GE MBNL1 ENSG00000152601
GE RBPMS ENSG00000157110
GE LARP4B ENSG00000107929
GE STIP1 ENSG00000168439
GE HSPB1 ENSG00000106211
GE SERPINH1 ENSG00000149257
GE TOP3B ENSG00000100038
GE EIF2C2 ENSG00000123908
GE DDX31 ENSG00000125485
GE DKC1 ENSG00000130826
GE FBRSL1 ENSG00000112787
GE SRSF8 ENSG00000180771
GE NOP16 ENSG00000048162
GE SURF6 ENSG00000148296
GE SRSF2 ENSG00000161547
GE SAFB2 ENSG00000130254
GE SEC23IP ENSG00000107651
GE SYNCRIP ENSG00000135316
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