Supplementary File 4. TFBS reference (“wild-type”, WT) sequences used in the present study.
	Sequence Name
	Sequence
	TF
	Reference

	WTCRP
	TGTGATCTAGATCACATTTT
	CRP
	1,2
	WTFis
	GCTCATTTTTTAAGCAA
	Fis
	3–5
	WTIHF
	TAGTTTATGAGGTA
	IHF
	6,7
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