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	Type of the regions
	Characteristics
	Percentage of the genome
	Typical representative regions

	Low SHAPE-low Shannon
	Base-paired and stable
	26.40%
	5'UTR, M gene

	High SHAPE-low Shannon
	Accessible and stable
	9.59%
	TRS-L, FSE

	High SHAPE-high Shannon
	Accessible and dynamic
	6.23%
	E gene

	Low SHAPE-high Shannon
	Base-paired and dynamic
	11.65%
	3'UTR




