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Supplementary File 1: Sequences of insertion constructs purchased as dsDNA fragments.

A
TTTCCCCACCTGCCCTTTTCCGGGGTGGGAGGTGTAAGTTCCACCCCCACCCTTCCTGACACGCTCCTGAACCCTGGCCACTGCACCTGGCTAGGTTCTCACTTCTCTGGGAAGCATCTAGAAACAGGACCTCTCACCCACCCCTCCCGGCTGGGCTCTAGGGTGGGGCCCTCACTACCTCTTTTCTTCTCAAAGAGCCTGGGATGCTGACAGCCTCAGATGGAGGCATCCTGTTTGTCGAAAAATAAACCGGCAGTTGAAGCCGGGTTGCAAGAGCGAGAAAACCGCAGGCCTGCGCGCCACTGATAACGTGGGCAGCTTGCTTTTGCAGCAGTTCCTAGCTGCAGCGGCCCTGTGAAGGCCTGTGTCACCGCCTCCCTTCCTGTCTCCTCCTCACACCATCCCTCCATCGCTCCTTGCTGGCTCTACCAGCCACTTGCTGGACCCTTCAGCCACTGGGACCATTGCTTTCCATAAAAAACTCCTTAGTGCAGTGCAGAGCTGATCAGAGGGTAGCAGGGAACCCTGACGCCTGATGGGTTGCTGACACCTGAGATCCACTAGTCCAATCTGCTCAGAGAGGACAGAGTGGGCAGGAGCCAGCATTGGGTATATAAAGCTGAGCAGGGTCAGTTGCTTCTTACGTTTGCTTCTGATTCTGTTGTGTTGACTTGCAACCTCAGAAACAGACATCCAAACCTTGCAGGTGGGGTTT
B
TTTCCCCACCTGCCCTTCAAACATGGGAGAGGAGCTGTTCACAGGAGTGGTGATGGCTAGTACACCATTTAAATTTCAACTTAAAGGAACCATCAATGGCAAATCGTTTACCGTTGAAGGCGAAGGTGAAGGAAATTCACATGAAGGTTCTCATAAAGGAAAATATGTTTGTACAAGTGGAAAACTACCGATGTCATGGGCAGCACTTGGAACATCCTTTGGTTATGGAATGAAATATTATACCAAATATCCTAGTGGACTGAAGAACTGGTTTCATGAAGTAATGCCTGAAGGCTTTACCTACGATCGTCATATTCAATATAAAGGCGATGGGAGTATCCATGCAAAACACCAACACTTTATGAAAAATGGGACTTATCACAACATTGTTGAATTTACTGGTCAGGATTTTAAAGAAAATAGTCCAGTCTTAACTGGAGATATGAATGTCTCATTACCGAATGAAGTTCAACATATACCCAGAGATGATGGAGTAGAATGCCCAGTGACCTTGCTTTATCCTTTATTATCGGATAAATCAAAATGCGTTGAGGCTCACCAAAATACAATCTGCAAGCCTCTTCATAATCAACCAGCACCTGATGTCCCATATCACTGGATTCGTAAACAATACACACAAAGCAAAGATGATACCGAGGAACGTGATCATATTTGTCAATCAGAGACTCTCGAAGCACACTTAGGAAACCCTTGGCACGAGCCTAGCGCTAGCGCTGTGAGTGCCGGCGGTTCTGCAGGCGGGTCTGCAGGAGGTTCAGCTGGTGGTAGTGCAGGCGGCTCTGCAGGCGGTGGGGAAGAACTGTTTACCGGCGTTGTTATGGCATCCACTCCTTTCAAGTTCCAGCTCAAGGGTACAATAAACGGAAAGTCCTTCACAGTAGAGGGTGAAGGCGAGGGTAACAGTCACGAGGGGTCCCACAAGGGCAAGTACGTCTGCACCAGCGGTAAGCTGCCAATGTCTTGGGCTGCGCTGGGTACGAGTTTCGGGTACGGGATGAAGTACTACACAAAGTACCCATCTGGCCTTAAGAATTGGTTCCACGAGGTCATGCCAGAGGGGTTCACGTATGACAGGCACATCCAGTACAAAGGGGACGGCTCAATACACGCGAAGCATCAGCATTTCATGAAGAACGGTACATACCATAATATAGTAGAGTTCACAGGACAAGACTTCAAGGAGAACAGCCCTGTGCTAACAGGGGACATGAACGTATCCCTGCCTAACGAGGTACAGCACATCCCTCGAGACGACGGCGTGGAGTGTCCCGTTACGCTACTGTACCCACTGCTTTCCGACAAGTCTAAGTGTGTGGAAGCCCATCAGAACACGATTTGTAAACCCCTGCACAACCAGCCCGCCCCCGACGTGCCCTACCATTGGATCCGAAAGCAGTATACCCAGTCTAAGGACGACACTGAAGAGCGCGACCACATCTGCCAGAGCGAAACACTAGAGGCCCATTTGGGCAATCCCTGGCATGAACCGTCCGCCAGTGCAGTCTAGGCTACCTTGCAGGTGGGGTTT
C
TTTCCCCACCTGCCCTTCAAACATGGGAGCTGGAGCTACAGGCAGAGCTATGGATGGACCTAGACTGCTGCTGCTGCTGCTGCTGGGTGTGAGCCTGGGAGGAGCTAAGGAAGCTTGTCCCACAGGACTGTATACTCACTCTGGAGAGTGTTGTAAGGCCTGTAACCTGGGAGAGGGCGTGGCTCAGCCATGTGGAGCTAATCAGACAGTGTGCGAGCCCTGTCTGGACTCTGTGACTTTCAGTGACGTGGTGAGTGCTACCGAGCCCTGTAAACCATGCACCGAGTGCGTGGGACTGCAGTCTATGAGTGCTCCATGCGTGGAGGCTGACGACGCCGTGTGCAGATGCGCTTACGGATATTACCAGGACGAGACAACAGGAAGATGCGAGGCTTGTAGAGTCTGCGAAGCAGGAAGCGGACTGGTGTTCAGCTGTCAAGATAAACAGAACACAGTGTGCGAGGAGTGCCCAGACGGAACCTATAGCGACGAGGCCAACCATGTCGATCCTTGCCTCCCTTGTACAGTGTGCGAGGACACTGAGAGACAGCTGCGAGAGTGTACCAGATGGGCAGACGCTGAGTGTGAGGAGATTCCAGGAAGATGGATCACAAGAAGTACACCTCCAGAGGGCTCCGACAGCACAGCCCCATCCACACAGGAGCCTGAAGCTCCACCTGAGCAGGACCTGATCGCTTCCACTGTGGCAGGAGTCGTGACAACTGTGATGGGCAGCTCTCAGCCCGTGGTGACACGTGGCACAACCGACAACCTGATCCCAGTGTATTGCTCCATCCTGGCCGCTGTGGTGGTGGGCCTGGTGGCTTACATCGCTTTCAAACGCTGAGCTACCTTGCAGGTGGGGTT
D
ACTGACTGCACCTGCCCTTCTCGATGCAAGCAATAAAGTGTGTGGTGGTCGGAGATGGAGCTGTGGGAAAGACCTGTCTTCTCATCAGCTACACTACCAATGCGTTCCCCGGGGAGTACATTCCCACAGTGTTTGATAACTACTCTGCAAATGTAATGGTGGATAGCAAACCAGTCAACCTGGGACTCTGGGATACAGCCGGACAGGAAGATTATGACAGACTGCGGCCACTCTCCTACCCGCAGACGGATGTGTTTCTTATCTGTTTCTCTTTGGTGAGCCCAGCATCATTCGAAAATGTCAGAGCCAAGTGGTACCCAGAGGTGAGGCATCACTGCCCTTCCACTCCAATTATCCTGGTTGGCACCAAGCTTGACTTGAGAGATGAGAAGGAGACCATCGAGAAGCTGAAGGAGAAGAAACTGGCACCGATCACTTACCCACAGGGTCTCGCATTGGCCAAAGAAATAGATGCAGTAAAATACCTGGAGTGTTCGGCCCTCACTCAGAGAGGGCTAAAAACAGTGTTTGATGAGGCGATTCGCGCTGTGCTCTGCCCACAGCCCACCAAGGTCAAGAAGAAGGGCTGCGTGATGCTCTAAAGGACCTTGCAGGTGACTGACTG
E
ACTGACTGCACCTGCCCTTCTCGATGCAAGCAATAAAGTGTGTGGTGGTCGGAGATGGAGCTGTGGGAAAGACCTGTCTTCTCATCAGCTACACTACCAATGCGTTCCCCGGGGAGTACATTCCCACAGTGTTTGATAACTACTCTGCAAATGTAATGGTGGATAGCAAACCAGTCAACCTGGGACTCTGGAATACAGCCGGACAGGAAGATTATGACAGACTGCGGCCACTCTCCTACCCGCAGACGGATGTGTTTCTTATCTGTTTCTCTTTGGTGAGCCCAGCATCATTCGAAAATGTCAGAGCCAAGTGGTACCCAGAGGTGAGGCATCACTGCCCTTCCACTCCAATTATCCTGGTTGGCACCAAGCTTGACTTGAGAGATGAGAAGGAGACCATCGAGAAGCTGAAGGAGAAGAAACTGGCACCGATCACTTACCCACAGGGTCTCGCATTGGCCAAAGAAATAGATGCAGTAAAATACCTGGAGTGTTCGGCCCTCACTCAGAGAGGGCTAAAAACAGTGTTTGATGAGGCGATTCGCGCTGTGCTCTGCCCACAGCCCACCAAGGTCAAGAAGAAGGGCTGCGTGATGCTCTAAAGGACCTTGCAGGTGACTGACTG
F
AGCGCCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAGCTGGCACGACAGGTTTCCCGACTGGAAAGCGGGCAGTGAGCGCAACGCAATTAATGTGAGTTAGCTCACTCATTAGGCACCCCAGGCTTTACACTTTATGCTTCCGGCTCGTATGTTGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGAAACAGCTATGACCATGATTACGCCAAGCTATTTAGGTGACACTATAGAATACTCAAGCTATGCATCAAGCTTGGTACCGAGCTCGGATCCACTAGTAACGGCCGCCAGTGTGCTGGAATTCGCCCTTCACCTGCCCTTCGTAAGATCTATAATTCACTGGCCGTCGTTTTACGGTACCATCGATGATGATCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGCTGATTATGATCCTCTAGATCGAGGTCTCTGACTAAAAAAGCACCGACTCGGTGCCACTTTTTCAAGTTGATAACGGACTAGCCTTATTTAAACTTGCTATGCTGTTTCCAGCATAGCTCTTAAACAGAGACGGTCGACAGTCTGCAGTGTCGTCTCTCGAACCAAGAGCTGGAGGGAGAGCTATATATACCAGGGACTTCTGGGTATGTTTTTGGGAGGTGGTGAGTGACTAAACCACTTATTCAGCTCCCTTAGATCAAGTCTGACCCTATATCATGGTGACATAAACCTGCAAACTGATAAAACCTGAAGGATCTCAAATCCAGAGTTTGTGTGAGGGATTACCGTGGTAATTTTCAAACTGTAAAGCATATGCAAAATTATCTGGTCTTGGCTTGAGTGATTGGGTGTCTCGGTGTGATGCAGGGACGTTTTCAGTGACGTGTCCTTCTCCCTCCCCCACAGGCATGCGCAGAACATTTCCCCCCTCCTTGAAGACCAGAACAAAAGACGCCGAGAGCAGGAAACTCGTCTTACTGAATGACCGAGGCTGGAGAAAGTCGACCCTAGGAGGACCTTGCAGGTGAAGGGCGAATTCTGCAGATATCCATCACACTGGCGGCCGCTCGAGCATGCATCTAGAGGGCCCAATTCGCCCTATAGTGAGTCGTATTACAATTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTATACGTACGGCAGTTTAAGGTTTACACCTATAAAAGAGAGAGCCGTTATCGTCTGTTTGTGGATGTACAGAGTGATATTATTGACACGCCGGGGCGACGGATGGTGATCCCCCTGGCCAGTGCACGTCTGCTGTCAGATAAAGTCTCCCGTGAACTTTACCCGGTGGTGCATATCGGGGATGAAAGCTGGCGCATGATGACCACCGATATGGCCAGTGTGCCGGTCTCCGTTATCGGGGAAGAAGTGGCTGATCTCAGCCACCGCGAAAATGACATCAAAAACGCCATTAACCTGATGTTCTGGGGAATATAAATGTCAGGCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTCACGTAGAAAGCCAGTCCGCAGAAACGGTGCTGACCCCGGATGAATGTCAGCTACTGGGCTATCTGGACAAGGGAAAACGCAAGCGCAAAGAGAAAGCAGGTAGCTTGCAGTGGGCTTACATGGCGATAGCTAGACTGGGCGGTTTTATGGACAGCAAGCGAACCGGAATTGCCAGCTGGGGCGCCCTCTGGTAAGGTTGGGAAGCCCTGCAAAGTAAACTGGATGGCTTTCTCGCCGCCAAGGATCTGATGGCGCAGGGGATCAAGCTCTGATCAAGAGACAGGATGAGGATCGTTTCGCATGATTGAACAAGATGGATTGCACGCAGGTTCTCCGGCCGCTTGGGTGGAGAGGCTATTCGGCTATGACTGGGCACAACAGACAATCGGCTGCTCTGATGCCGCCGTGTTCCGGCTGTCAGCGCAGGGGCGCCCGGTTCTTTTTGTCAAGACCGACCTGTCCGGTGCCCTGAATGAACTGCAAGACGAGGCAGCGCGGCTATCGTGGCTGGCCACGACGGGCGTTCCTTGCGCAGCTGTGCTCGACGTTGTCACTGAAGCGGGAAGGGACTGGCTGCTATTGGGCGAAGTGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCTCCTGCCGAGAAAGTATCCATCATGGCTGATGCAATGCGGCGGCTGCATACGCTTGATCCGGCTACCTGCCCATTCGACCACCAAGCGAAACATCGCATCGAGCGAGCACGTACTCGGATGGAAGCCGGTCTTGTCGATCAGGATGATCTGGACGAAGAGCATCAGGGGCTCGCGCCAGCCGAACTGTTCGCCAGGCTCAAGGCGAGCATGCCCGACGGCGAGGATCTCGTCGTGACCCATGGCGATGCCTGCTTGCCGAATATCATGGTGGAAAATGGCCGCTTTTCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGCGGACCGCTATCAGGACATAGCGTTGGCTACCCGTGATATTGCTGAAGAGCTTGGCGGCGAATGGGCTGACCGCTTCCTCGTGCTTTACGGTATCGCCGCTCCCGATTCGCAGCGCATCGCCTTCTATCGCCTTCTTGACGAGTTCTTCTGAATTATTAACGCTTACAATTTCCTGATGCGGTATTTTCTCCTTACGCATCTGTGCGGTATTTCACACCGCATACAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATAGCACGTGAGGAGGGCCACCATGGCCAAGTTGACCAGTGCCGTTCCGGTGCTCACCGCGCGCGACGTCGCCGGAGCGGTCGAGTTCTGGACCGACCGGCTCGGGTTCTCCCGGGACTTCGTGGAGGACGACTTCGCCGGTGTGGTCCGGGACGACGTGACCCTGTTCATCAGCGCGGTCCAGGACCAGGTGGTGCCGGACAACACCCTGGCCTGGGTGTGGGTGCGCGGCCTGGACGAGCTGTACGCCGAGTGGTCGGAGGTCGTGTCCACGAACTTCCGGGACGCCTCCGGGCCGGCCATGACCGAGATCGGCGAGCAGCCGTGGGGGCGGGAGTTCGCCCTGCGCGACCCGGCCGGCAACTGCGTGCACTTCGTGGCCGAGGAGCAGGACTGACACGTGCTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGGCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCGGAAG
G
AGCGCCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAGCTGGCACGACAGGTTTCCCGACTGGAAAGCGGGCAGTGAGCGCAACGCAATTAATGTGAGTTAGCTCACTCATTAGGCACCCCAGGCTTTACACTTTATGCTTCCGGCTCGTATGTTGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGAAACAGCTATGACCATGATTACGCCAAGCTATTTAGGTGACACTATAGAATACTCAAGCTATGCATCAAGCTTGGTACCGAGCTCGGATCCACTAGTAACGGCCGCCAGTGTGCTGGAATTCGCCCTTCACCTGCCCTTCGTAAGATCTATAATTCACTGGCCGTCGTTTTACGGTACCATCGATGATGATCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGCTGATTATGATCCTCTAGATCGAGGTCTCTGACTAAAAAAGCACCGACTCGGTGCCACTTTTTCAAGTTGATAACGGACTAGCCTTATTTAAACTTGCTATGCTGTTTCCAGCATAGCTCTTAAACCCGTAGGTGGCATCGCCCTCGCCGAACCAAGAGCTGGAGGGAGAGCTATATATACCAGGGACTTCTGGGTATGTTTTTGGGAGGTGGTGAGTGACTAAACCACTTATTCAGCTCCCTTAGATCAAGTCTGACCCTATATCATGGTGACATAAACCTGCAAACTGATAAAACCTGAAGGATCTCAAATCCAGAGTTTGTGTGAGGGATTACCGTGGTAATTTTCAAACTGTAAAGCATATGCAAAATTATCTGGTCTTGGCTTGAGTGATTGGGTGTCTCGGTGTGATGCAGGGACGTTTTCAGTGACGTGTCCTTCTCCCTCCCCCACAGGCATGCGCAGAACATTTCCCCCCTCCTTGAAGACCAGAACAAAAGACGCCGAGAGCAGGAAACTCGTCTTACTGAATGACCGAGGCTGGAGAAAGTCGACCCTAGGAGGACCTTGCAGGTGAAGGGCGAATTCTGCAGATATCCATCACACTGGCGGCCGCTCGAGCATGCATCTAGAGGGCCCAATTCGCCCTATAGTGAGTCGTATTACAATTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTATACGTACGGCAGTTTAAGGTTTACACCTATAAAAGAGAGAGCCGTTATCGTCTGTTTGTGGATGTACAGAGTGATATTATTGACACGCCGGGGCGACGGATGGTGATCCCCCTGGCCAGTGCACGTCTGCTGTCAGATAAAGTCTCCCGTGAACTTTACCCGGTGGTGCATATCGGGGATGAAAGCTGGCGCATGATGACCACCGATATGGCCAGTGTGCCGGTCTCCGTTATCGGGGAAGAAGTGGCTGATCTCAGCCACCGCGAAAATGACATCAAAAACGCCATTAACCTGATGTTCTGGGGAATATAAATGTCAGGCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTCACGTAGAAAGCCAGTCCGCAGAAACGGTGCTGACCCCGGATGAATGTCAGCTACTGGGCTATCTGGACAAGGGAAAACGCAAGCGCAAAGAGAAAGCAGGTAGCTTGCAGTGGGCTTACATGGCGATAGCTAGACTGGGCGGTTTTATGGACAGCAAGCGAACCGGAATTGCCAGCTGGGGCGCCCTCTGGTAAGGTTGGGAAGCCCTGCAAAGTAAACTGGATGGCTTTCTCGCCGCCAAGGATCTGATGGCGCAGGGGATCAAGCTCTGATCAAGAGACAGGATGAGGATCGTTTCGCATGATTGAACAAGATGGATTGCACGCAGGTTCTCCGGCCGCTTGGGTGGAGAGGCTATTCGGCTATGACTGGGCACAACAGACAATCGGCTGCTCTGATGCCGCCGTGTTCCGGCTGTCAGCGCAGGGGCGCCCGGTTCTTTTTGTCAAGACCGACCTGTCCGGTGCCCTGAATGAACTGCAAGACGAGGCAGCGCGGCTATCGTGGCTGGCCACGACGGGCGTTCCTTGCGCAGCTGTGCTCGACGTTGTCACTGAAGCGGGAAGGGACTGGCTGCTATTGGGCGAAGTGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCTCCTGCCGAGAAAGTATCCATCATGGCTGATGCAATGCGGCGGCTGCATACGCTTGATCCGGCTACCTGCCCATTCGACCACCAAGCGAAACATCGCATCGAGCGAGCACGTACTCGGATGGAAGCCGGTCTTGTCGATCAGGATGATCTGGACGAAGAGCATCAGGGGCTCGCGCCAGCCGAACTGTTCGCCAGGCTCAAGGCGAGCATGCCCGACGGCGAGGATCTCGTCGTGACCCATGGCGATGCCTGCTTGCCGAATATCATGGTGGAAAATGGCCGCTTTTCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGCGGACCGCTATCAGGACATAGCGTTGGCTACCCGTGATATTGCTGAAGAGCTTGGCGGCGAATGGGCTGACCGCTTCCTCGTGCTTTACGGTATCGCCGCTCCCGATTCGCAGCGCATCGCCTTCTATCGCCTTCTTGACGAGTTCTTCTGAATTATTAACGCTTACAATTTCCTGATGCGGTATTTTCTCCTTACGCATCTGTGCGGTATTTCACACCGCATACAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATAGCACGTGAGGAGGGCCACCATGGCCAAGTTGACCAGTGCCGTTCCGGTGCTCACCGCGCGCGACGTCGCCGGAGCGGTCGAGTTCTGGACCGACCGGCTCGGGTTCTCCCGGGACTTCGTGGAGGACGACTTCGCCGGTGTGGTCCGGGACGACGTGACCCTGTTCATCAGCGCGGTCCAGGACCAGGTGGTGCCGGACAACACCCTGGCCTGGGTGTGGGTGCGCGGCCTGGACGAGCTGTACGCCGAGTGGTCGGAGGTCGTGTCCACGAACTTCCGGGACGCCTCCGGGCCGGCCATGACCGAGATCGGCGAGCAGCCGTGGGGGCGGGAGTTCGCCCTGCGCGACCCGGCCGGCAACTGCGTGCACTTCGTGGCCGAGGAGCAGGACTGACACGTGCTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGGCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCGGAAG
[bookmark: _Hlk168578914]Supplementary File 1: Sequences of insertion constructs purchased as dsDNA fragments.
A: Sequence of runx1+23 including PaqCI sites, O1 and O2. B: Sequence of tdStayGold including PaqCI sites, O2 and O3. C: Sequence of LNGFR including PaqCI sites, O2 and O3. D: Sequence of rac2WT including PaqCI sites, overhang sequence CTCG (O3B) and O4. E: Sequence of rac2D57N including PaqCI sites, O3B and O4. F: Sequence of 3E polyA-gRNA (Control):U6 including PaqCI sites, overhang sequence CGTA (O3C) and O4. G: Sequence of 3E polyA-gRNA (GFP):U6 including PaqCI sites, O3C and O4.

