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	  Data collection and refinement statistics

	
	apo-PHF13
	PHF13-H3K4me3

	Data collection 
	
	

	Space group
	P43212
	P212121

	Cell dimensions
	
	

	a, b, c (Å)
	58.3, 58.315, 73.231    
	21.23, 44.33, 60.3    

	, ,  (º)
	90, 90, 90
	90, 90, 90

	Wavelength (Å)
	0.97904
	0.97904

	Resolution (Å)
	50.0 – 1.85 (1.89 – 1.85)
	50.0 – 1.66 (1.70 – 1.66)

	Rmerge (%)
	5.4 (49.6)
	6.3 (32.2)

	I/σI
	58.0 (5.1)
	5.0 (24.7)

	Completeness (%)
	99.9 (99.9)
	99.4 (91.0)

	Redundancy
	15.5 (14.0)
	7.4 (5.8)

	
	
	

	Refinement
	
	

	Resolution (Å)
	27.38–1.85
	35.73–1.67

	No. reflections
	10775
	6772

	Rwork / Rfree
	18.4 / 18.8
	18.3 / 22.4

	No. atoms
	
	

	Protein
	443
	416

	Zn2+
	2
	2

	Water
	41
	60

	Peptide
	0
	51

	B-factors (Å2)
	
	

	Protein
	43.0
	18.8

	Zn2+
	36.8
	12.5

	Water
	46.3
	29.8

	Peptide
	N/A
	23.0

	R.m.s. deviations
	
	

	Bond lengths (Å)
	0.011
	0.020

	Bond angles (º)
	1.215
	1.586

	PDB code
	3O70  
	3O7A  



