Supplementary file 4. Transcription factor binding sites analysis of differentially expressed genes in B6 and B6.Sst1S BMDMs 12 h after TNF stimulation.

The functional profiling and transcription factor binding sites analysis (TFBs) was performed for two sets of genes which represent B6.Sst1S and B6 BMDMs responses to TNF. 
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Enriched pathways Adjusted
p.value
TNF signaling pathway (KEGG) 0.0002965

Cellular Senescence (Reactome) 0.0040589

MyD88-independent TLR4

cascade (Reactome) 0.0065647
Toll Like Receptor 4 (TLR4)

Cascade (Reactome) 00129301
Oxidative Stress Induced 0.0247333
Senescence (Reactome)

Detoxification of Reactive

Oxygen Species (Reactome) 148615
TP53 Regulates Metabolic 3.47336-05
Genes (Reactome)

Ferroptosis (KEGG) 9.9415E-05

HIF-1 signaling pathway (KEGG) 0.003628

Peroxisome (KEGG) 0.0054955

genes

Map3KS5, Casp3, Jun, Nfkb1, Mapks, Edn1,
Ripkd, 116

Map3KS5, Jun, Cbx8, Mapk8, Mapk7, Mdm2,
Ets1, Kdm6B

Jun, Nfkb1, Mapks, Tir4, Ripk1, Mapk7

Jun, Nfkb1, Mapks, Tir4, Ripk1, Mapk7

Map3KS5, Jun, Cbx8, Mapk8, Mdm2, Kdm6B

Gpx1, Txn2, Prdx1, Gpx3, Cat, Txnrd1,
Prdx2, Sod2, Sod1, Prdx3, Prdx5, Gsr

Akt1, Prdx1, G6Pdx, Txnrd1, Prdx2, Prdx5,
Gsr

Slc11A2, Gpx4, Slc7A11, Atg7, Prnp, GcIm

Akt1, Mapk3, Ldha, EgIn1, Pdk1, Mapk1,
Camk2G

Cat, Mpv17, 1dh1, Sod2, Sod1, Prdx5




