Supplementary Dataset 3. SNPs information from SNPVersity.
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At MQ Type Effect Genemodel

A M= TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b024430
A TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb026360
T TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b036550
G TYPE=3_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001eb007310
T TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b044430
T TYPE=3_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001eb044430
T TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb056940
A TYPE=3_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001eb056940
c TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb056940
c TYPE=S_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001eb060520
T TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b063130
G TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb014140
c TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b071790
G TYPE=S_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001eb093800
G TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b105710
c _prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001b107820
c _prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001eb112130
c TYPE=S_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001b114270
A TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb117240
A TYPE=5_prime_UTR _variant,3_prime_UTR_variant EFFECT=MODIFIER MODIFIER GENEMODEL=Zm00001eb117810,Zm00001eb117800
A TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b077140
c TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb079800
G TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b082590
c TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb070240
A TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b140980
c TYPE=5_prime_UTR_variant,3_prime_UTR_variant EFFECT=MODIFIER MODIFIER GENEMODEL=Zm00001b156100,Zm00001eb156110
A TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb157320
c TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb160100
c TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b160200
c TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b125660
T TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001€b121570
c TYPE=S_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001b187340
G TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb168890
A TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb194260
T TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b199740
T TYPE=3_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001eb199740
c TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b202560
G TYPE=5_prime_UTR_premature_start_codon_gain_variant,5_prime_UTR_variant,3_prime_UTR variant  EFFECT=LOW,MODIFIER,MODIFIER  GENEMODEL=Zm00001eb204470,Zm00001eb204470,Zm00001eb204480
A TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b205130
A TYPE=S_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001b209550
T TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001€b172250
A TYPE=S_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001b178330
A TYPE=S_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001b179000
c TYPE=3_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001eb167520
G TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b216010
G TYPE=S_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001b210550
c TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b216590
A TYPE=S_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001b216680
c TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b239920
T TYPE=S_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001b243620
A TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b245580
T TYPE=S_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001b250130
A TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b250170
G TYPE=3_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001b229700
G TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b276280
c TYPE=S_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001b285170
T TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b286890
A TYPE=3_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001b289570
c TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b296760
c TYPE=5_prime_UTR_variant,3_prime_UTR_variant EFFECT=MODIFIER MODIFIER GENEMODEL=Zm00001eb266960,Zm00001b266970
T TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb260040
G TYPE=3_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001b325340
A TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b329850
c TYPE=S_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001eb304360
G TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b300250
A TYPE=S_prime_UTR_variant EFFECT=MODIFIER GENEMODEL=Zm00001eb309370
c TYPE=S_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001b358930
G TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb360090
A TYPE=S_prime_UTR _variant EFFECT=MODIFIER GENEMODEL=Zm00001eb363850
c TYPE=5_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb363870
G TYPE=S_prime_UTR _variant EFFECT=MODIFIER GENEMODEL=Zm00001b366800
A TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb367930
G TYPE=S_prime_UTR _variant EFFECT=MODIFIER GENEMODEL=Zm00001b368010
c TYPE=5_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb368010
c TYPE=S_prime_UTR _variant EFFECT=MODIFIER GENEMODEL=Zm00001b370130
A TYPE=5_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb334280
c TYPE=S_prime_UTR _variant EFFECT=MODIFIER GENEMODEL=Zm00001b373560
T TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb389810
c TYPE=S_prime_UTR _variant EFFECT=MODIFIER GENEMODEL=Zm00001b374940
T TYPE=3_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb381380
A TYPE=S_prime_UTR_premature_start_codon_gain_variant,5_prime_UTR_variant EFFECT=LOW,MODIFIER GENEMODEL=Zm00001b383260,Zm00001eb383260
A TYPE=5_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb421830
A TYPE=3_prime_UTR _variant EFFECT=MODIFIER GENEMODEL=Zm00001b432340
A TYPE=5_prime_UTR variant EFFECT=MODIFIER GENEMODEL=Zm00001eb417310




