[bookmark: _Hlk210749576][bookmark: OLE_LINK4]Figure 2—Source Data 1. Screening of genes significantly differentially expressed in M. persicae in response to betulin at 48 h post treatment, corresponding to Figure 2, panel C.
	Gene ID or GenBank No.
	FPKM
	Log2 (fold change)
	Description

	
	CK
	betulin
	
	

	111028237
	0.03
	6.54
	7.62
	maltase 2-like

	111029701
	0.09
	4.05
	5.44
	E3 SUMO-protein ligase KIAA1586-like isoform X1

	111028209
	0.03
	0.97
	5.03
	uncharacterized protein

	111028937
	0.01
	0.25
	4.76
	uncharacterized protein

	111031319
	0.04
	1.15
	4.73
	putative nuclease HARBI1

	111032615
	0.01
	0.15
	4.49
	AGLY_013951

	111026557
	0.01
	0.24
	4.19
	uncharacterized protein

	111035004
	0.12
	1.92
	4.04
	AGLY_00338

	111028447
	3.86
	62.79
	4.02
	histone H4-like

	111036236
	1.82
	28.98
	3.99
	troponin C-like

	111042749
	0.11
	1.54
	3.81
	uncharacterized protein

	111030901
	0.03
	0.45
	3.75
	protein ALP1-like

	111028166
	0.66
	7.98
	3.59
	uncharacterized protein

	111042326
	0.08
	0.89
	3.48
	uncharacterized protein

	111039160
	0.04
	0.41
	3.36
	UDP-glucuronosyltransferase 2C1-like

	111032939
	0.93
	9.21
	3.31
	uncharacterized protein

	111035373
	1.67
	16.50
	3.30
	uncharacterized protein

	111028448
	19.90
	174.00
	3.13
	histone H4

	111038117
	0.11
	0.85
	2.95
	zinc finger MYM-type protein 1-like

	111030763
	0.10
	0.79
	2.93
	metalloendopeptidase OMA1, mitochondrial-like

	111035272
	44.76
	334.32
	2.90
	cuticle protein 65

	111042454
	0.17
	1.20
	2.85
	uncharacterized protein

	111026977
	0.07
	0.52
	2.82
	glucose dehydrogenase [FAD, quinone]-like

	111039754
	16.06
	109.52
	2.77
	uncharacterized protein

	111042340
	0.36
	2.36
	2.71
	52 kDa repressor of the inhibitor of the protein kinase-like

	111038926
	2876.35
	18514.22
	2.69
	uncharacterized protein

	111026270
	1019.78
	6215.78
	2.61
	uncharacterized protein

	111032012
	0.52
	3.13
	2.60
	uncharacterized protein

	111026880
	0.55
	3.20
	2.53
	uncharacterized protein

	111036448
	4.73
	25.21
	2.41
	flightin

	111030965
	0.42
	2.23
	2.41
	uncharacterized protein

	111037485
	0.14
	0.72
	2.33
	uncharacterized protein

	111028444
	13.35
	66.76
	2.32
	histone H3.2

	111042550
	40.17
	192.79
	2.26
	BCL2/adenovirus E1B 19 kDa protein-interacting protein 3

	111032531
	3.02
	14.47
	2.26
	histone H4-like

	111037248
	0.76
	3.49
	2.21
	uncharacterized protein

	111039704
	0.24
	1.09
	2.20
	zinc finger BED domain-containing protein 1-like

	111028445
	8.90
	40.04
	2.17
	histone H2B-like

	27109199
	57.14
	237.99
	2.06
	cytochrome c oxidase subunit 3

	111032559
	2.83
	11.69
	2.05
	histone H2B-like

	111029588
	0.66
	2.74
	2.04
	uncharacterized protein

	111027021
	4.90
	19.79
	2.01
	AGLY_017505

	111032546
	7.90
	30.86
	1.97
	FQR65_LT12436

	111040339
	7.81
	27.66
	1.82
	AGLY_009050

	111039904
	0.61
	2.13
	1.81
	uncharacterized protein

	111032555
	5.81
	20.12
	1.79
	histone H2A

	111028488
	0.28
	0.92
	1.74
	enkurin-like

	111032107
	0.11
	0.37
	1.72
	piggyBac transposable element-derived protein 3-like

	111032545
	6.74
	22.19
	1.72
	histone H2A-like

	111031834
	0.37
	1.20
	1.71
	uncharacterized protein

	111032543
	4.45
	14.50
	1.70
	histone H3.2

	111039139
	1.04
	3.34
	1.68
	AGLY_010144

	111035978
	0.59
	1.88
	1.67
	uncharacterized protein

	111031173
	13.97
	44.09
	1.66
	uncharacterized protein

	111029243
	51.80
	162.59
	1.65
	uncharacterized protein

	111038156
	1.97
	6.18
	1.65
	membrane-associated guanylate kinase

	111032541
	0.45
	1.39
	1.63
	histone H1B, sperm-like

	111035832
	1.12
	3.48
	1.63
	nose resistant to fluoxetine protein 6-like

	111042476
	6.46
	19.78
	1.61
	histone H1A, sperm-like

	111027761
	5.60
	16.96
	1.60
	cathepsin B-like

	111028442
	6.26
	18.76
	1.58
	histone H1A, sperm-like

	111033017
	14.77
	43.33
	1.55
	uncharacterized protein

	111030609
	2.60
	7.52
	1.53
	uncharacterized protein

	111032539
	5.91
	16.93
	1.52
	histone H1A, sperm-like

	111028446
	47.73
	136.54
	1.52
	histone H2A-like isoform X1

	111042602
	18.47
	52.80
	1.52
	pancreatic triacylglycerol lipase

	111029483
	5.12
	14.63
	1.52
	histone H2A

	111036169
	0.47
	1.33
	1.50
	AGLY_013443

	111032528
	10.97
	30.80
	1.49
	histone H3.2

	111030632
	291.86
	812.42
	1.48
	regucalcin-like isoform X1

	111042439
	0.50
	1.38
	1.47
	adenylate kinase 7-like

	111042522
	2.63
	7.26
	1.47
	uncharacterized protein

	111031729
	14.12
	38.19
	1.44
	histone H2B

	111038355
	0.18
	0.48
	1.43
	pseudouridine-5'-phosphatase-like

	111032561
	8.07
	21.69
	1.43
	histone H2A-like

	111031569
	55.31
	146.43
	1.40
	dnaJ homolog subfamily B member 13-like

	111034497
	2.09
	5.47
	1.39
	agglutinin-like protein 3 isoform X1

	111033668
	115.94
	302.99
	1.39
	asparagine synthetase

	111027227
	0.47
	1.23
	1.38
	THAP domain-containing protein 1-like isoform X

	111030094
	2.01
	5.25
	1.38
	uncharacterized protein

	111030036
	1.29
	3.36
	1.38
	probable cytochrome P450 6a13 isoform X1

	111039664
	0.28
	0.74
	1.38
	inter-alpha-trypsin inhibitor heavy chain H3 isoform X2

	111041393
	0.54
	1.39
	1.37
	uncharacterized protein

	111027567
	0.87
	2.24
	1.37
	AGLY_016272

	111041770
	2.31
	5.95
	1.36
	putative nuclease HARBI1

	111028079
	2.48
	6.35
	1.35
	uncharacterized protein

	111042514
	0.48
	1.22
	1.35
	UDP-glucuronosyltransferase 2B2-like

	111027018
	0.59
	1.50
	1.34
	uncharacterized protein

	111031730
	13.23
	33.48
	1.34
	histone H2A-like

	111036414
	21.59
	54.17
	1.33
	cathepsin B-like

	111042600
	13.60
	34.06
	1.32
	prostatic acid phosphatase-like isoform X2

	111029718
	15.36
	38.35
	1.32
	UDP-glucuronosyl transferase 344E7

	111042513
	0.67
	1.66
	1.31
	BAC VMRC38-20-A9

	111027070
	0.46
	1.13
	1.31
	uncharacterized protein

	111033939
	10.22
	24.93
	1.29
	uncharacterized protein

	111037298
	2.88
	6.87
	1.25
	uncharacterized protein

	111036411
	24.06
	56.60
	1.23
	cathepsin B-like

	111033556
	18.99
	44.62
	1.23
	cytochrome P450 6k1

	111031644
	13.72
	32.18
	1.23
	fatty acyl-CoA reductase wat-like isoform X1

	111030182
	2.39
	5.60
	1.23
	uncharacterized protein

	111034608
	4.06
	9.43
	1.21
	uncharacterized protein

	27109224
	12.16
	28.20
	1.21
	NADH dehydrogenase subunit 4

	111029998
	2.52
	5.83
	1.21
	uncharacterized protein

	111033168
	35.53
	82.01
	1.21
	AGLY_004239

	111040065
	0.33
	0.76
	1.19
	BLOC-1-related complex subunit 8 homolog

	111039739
	14.12
	32.17
	1.19
	ANTAGONIST OF LIKE HETEROCHROMATIN PROTEIN 1-like

	111031862
	2.84
	6.41
	1.18
	putative malate dehydrogenase 1B

	111040667
	146.48
	327.35
	1.16
	fatty acyl-CoA reductase wat-like

	111032544
	10.21
	22.81
	1.16
	histone H2B-like

	111039710
	62.64
	138.34
	1.14
	uncharacterized protein

	111036825
	0.73
	1.60
	1.14
	hypothetical protein AGLY_009353

	111030990
	1.05
	2.31
	1.13
	zinc finger BED domain-containing protein 1-like isoform X1

	BK010800.1
	0.44
	0.96
	1.13
	cytochrome P450 monooxygenase CYP6CY49

	111030846
	1.83
	3.89
	1.09
	uncharacterized protein

	111035602
	0.51
	1.08
	1.07
	nose resistant to fluoxetine protein 6-like isoform X1

	103309211
	1.00
	2.10
	1.07
	putative nuclease HARBI1

	27109198
	39.78
	83.37
	1.07
	ATP synthase F0 subunit 6

	111043077
	3.08
	6.40
	1.06
	uncharacterized protein

	111032913
	2.56
	5.31
	1.05
	cathepsin B-like

	111031087
	3.76
	7.80
	1.05
	ANTAGONIST OF LIKE HETEROCHROMATIN PROTEIN 1-like

	KAF0749006.1
	0.62
	1.29
	1.05
	uncharacterized protein

	107168481
	3.61
	7.47
	1.05
	uncharacterized protein

	111040079
	1.79
	3.68
	1.04
	ADP-ribosylation factor-like protein 13B isoform X1

	111040738
	0.73
	1.51
	1.04
	zinc finger MYM-type protein 1-like

	111036924
	1.46
	2.98
	1.03
	uncharacterized protein

	111042142
	0.83
	1.70
	1.03
	ring-infected erythrocyte surface antigen-like

	111026458
	2.67
	5.41
	1.02
	Integrase catalytic domain-containing protein

	111028300
	1.21
	2.44
	1.02
	Transposable element P transposase

	111036037
	15030.14
	30585.48
	1.02
	uncharacterized protein

	111029334
	4.92
	10.12
	1.04
	uncharacterized protein

	111027522
	82.17
	40.95
	-1.00
	alpha-tocopherol transfer protein-lik

	111036239
	125.08
	62.34
	-1.00
	aspartate aminotransferase, cytoplasmic-like isoform X1

	111027535
	5.52
	2.73
	-1.02
	plexin-A3

	111035341
	24.67
	12.12
	-1.02
	extensin-like isoform X1

	111030420
	46.53
	22.80
	-1.03
	nose resistant to fluoxetine protein 6

	111037974
	222.38
	108.77
	-1.03
	uncharacterized protein

	111038225
	5.68
	2.77
	-1.04
	uncharacterized protein

	111039266
	223.21
	108.18
	-1.04
	dopamine N-acetyltransferase-like

	111042475
	4.98
	2.39
	-1.06
	nose resistant to fluoxetine protein 6

	111034181
	0.67
	0.32
	-1.06
	uncharacterized protein

	111029593
	34.64
	16.35
	-1.08
	thiamine transporter 2-like

	111034899
	21.55
	10.08
	-1.10
	aminopeptidase N 2

	111030691
	12.76
	5.84
	-1.13
	protein slit-like

	111029021
	323.56
	147.78
	-1.13
	omega-amidase NIT2-like

	111030483
	1.03
	0.47
	-1.14
	esterase E4-like

	111031195
	9.99
	4.49
	-1.15
	cytochrome P450 4C1-like

	111036117
	779.66
	345.76
	-1.17
	MpGABRB

	111033226
	6.73
	2.97
	-1.18
	facilitated trehalose transporter Tret1-like

	111030384
	267.79
	118.14
	-1.18
	uncharacterized protein

	111031854
	96.18
	41.09
	-1.23
	kynurenine/alpha-aminoadipate aminotransferase, mitochondrial-like

	111035008
	4.86
	1.99
	-1.29
	AGLY_014733

	111028477
	4.18
	1.70
	-1.30
	2-hydroxyacylsphingosine 1-beta-galactosyltransferase-like

	111041856
	3.73
	1.51
	-1.30
	MpGABRAP

	111029126
	87.43
	34.49
	-1.34
	alpha-tocopherol transfer protein-like

	111033229
	3.37
	1.26
	-1.42
	facilitated trehalose transporter Tret1-like isoform X1

	111042433
	2151.40
	782.70
	-1.46
	heat shock protein 70 A1-like

	111028805
	41.49
	14.51
	-1.52
	high affinity cationic amino acid transporter 1-like

	100161709
	7.20
	2.44
	-1.56
	venom serine carboxypeptidase-like

	111040524
	12.63
	4.23
	-1.58
	cytochrome P450 4C1-like

	111032647
	6.42
	2.13
	-1.59
	uncharacterized protein

	111041470
	1.42
	0.46
	-1.63
	zinc finger BED domain-containing protein 1-like

	111031401
	16.98
	4.98
	-1.77
	protein 5NUC isoform X2

	111040367
	0.76
	0.20
	-1.91
	glucose dehydrogenase [FAD, quinone] isoform X1

	111033337
	4.46
	1.01
	-2.14
	zinc finger and BTB domain-containing protein 24-like

	111035764
	0.66
	0.15
	-2.18
	bifunctional lycopene cyclase/phytoene synthase

	111031197
	3.18
	0.58
	-2.45
	cytochrome P450 CYP380C7

	111036240
	4.64
	0.78
	-2.57
	aspartate aminotransferase, cytoplasmic-like

	111034158
	0.36
	0.06
	-2.58
	uncharacterized protein

	111028612
	0.31
	0.05
	-2.72
	scoloptoxin SSD14-like

	111036118
	0.66
	0.05
	-3.83
	MpGABR

	111027646
	2.15
	0.07
	-4.94
	Actin binding protein 1



