Supplementary File 1a: EMCV IRES domain sequences used as inputs for Alphafold3 prediction of IRES domain tertiary structure
	Domain
	Residues
	Sequence

	D
	276-319
	CCCCCUAACGUUACUGGCCGAAGCCGCUUGGAAUAAGGCCGGUG


	E
	320-336
	UGCGUUUGUCUAUAUGU


	F
	337-371
	UAUUUUCCACCAUAUUGCCGUCUUUUGGCAAUGUG


	G
	372-400
	AGGGCCCGGAAACCUGGCCCUGUCUUCUU


	H
	401-450
	GACGAGCAUUCCUAGGGGUCUUUCCCCUCUCGCCAAAGGAAUGCAAGGUC


	I
	451-678
	UGUUGAAUGUCGUGAAGGAAGCAGUUCCUCUGGAAGCUUCUUGAAGACAAACAACGUCUGUAGCGACCCUUUGCAGGCAGCGGAACCCCCCACCUGGCGACAGGUGCCUCUGCGGCCAAAAGCCACGUGUAUAAGAUACACCUGCAAAGGCGGCACAACCCCAGUGCCACGUUGUGAGUUGGAUAGUUGUGGAAAGAGUCAAAUGGCUCUCCUCAAGCGUAUUCAACA


	J-K
	679-789
	AGGGGCUGAAGGAUGCCCAGAAGGUACCCCAUUGUAUGGGAUCUGAUCUGGGGCCUCGGUGCACAUGCUUUACAUGUGUUUAGUCGAGGUUAAAAAACGUCUAGGCCCCCC


	L
	790-816
	GAACCACGGGGACGUGGUUUUCCUUUGAAAA






Supplementary file 1b: List of Oligos or primers used for molecular cloning
	Oligo name
	Sequence

	PTB1_Fwd
	CGGGATCCATGGACGGCATTGTCCCAGA 


	PTB1_Rev
	CCCAAGCTTCTAGATGGTGGACTTGGAG 


	PTB1_3C_Fwd
	CGGGATCCCTGGAGGTGCTCTTCCAGGGCCCTGGCGGCTCCATGGACGGCATTGTCCCAG

	PTB1_Stop_Rev
	CCCAAGCTTCTAGATGGTGGACTTGGAGAAGG

	EMCV_IRES_905-Fwd
	CGGGATCCCCCCCTAACGTTACTGGCC

	EMCV_IRES_905-Rev
	GCTCTAGAGCAGAGCATTTTGGGCATTCCTCAAAAG

	CAAAA_GCTGA_Rev
	CAGGTGTATCTTATACACGTGGCTCAGCGCCGCAGAGGCACCTGTCGCCAG


	GCGA_TACG_Rev
	GCCGCAGAGGCACCTGCGTACAGGTGGGGGGTTCCGCTGCCTGCAA
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