
	Gene
	Role identified in previous studies 
	Number of mutations in our study
	Notes

	agr
	regulator, virulence (Traber et al., 2008)
	22

	14 in MRSA
18 in -OX
10 in +HOST

	saeRS
	regulator, virulence (Liang et al., 2006) 
	4
	3 in MRSA

	codY
	regulator, metabolism and virulence (Majerczyk et al., 2008)
	8
	6 in MSSA
8 in +HOST
7 in +OX

	graSR
	regulator, virulence (Falord et al., 2011) and resistance to beta-lactam antibiotics (Müller et al., 2018)
	4
	4 in MRSA
4 in +OX

	pbpA

	resistance to beta-lactam antibiotics (Berti et al., 2016)
	4
	2 in MRSA
2 MSSA
4 in +OX

	pbpB
	resistance to beta-lactam antibiotics (Łȩski and Tomasz, 2005)
	4
	4 MRSA
4 +OX

	gdpP
	resistance to beta-lactam antibiotics (Sommer et al., 2021)
	4
	1 in MRSA
3 in MSSA
4 in +OX

	SCCmec and Arginine Catabolic Mobile Element (ACME) 
	resistance to beta-lactam antibiotics (Shore and Coleman, 2013)
	9
	5 SCCmec (23.7 kb deletion)
4 also included ACME (54.7 kb deletion)
6 in MSSA
7 in +HOST
1 arcA (99 bp deletion, encoded by ACME) in MRSA

	brnQ1
	metabolism (Kaiser et al., 2015)

	20
	16 in -HOST

	purr 
	virulence (Goncheva et al., 2020)
	4
	4 in +HOST
3 in MRSA
3 in +OX

	gpmA
	virulence (Radin et al., 2019)
	2
	2 in +HOST
2 in MSSA
2 in -OX
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