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	GO_ID
	GO_Term
	S

	GO:0005576
	extracellular region
	6

	GO:0071310
	cellular response to organic substance
	4

	GO:0070098
	chemokine-mediated signaling pathway
	4

	GO:0035994
	response to muscle stretch
	4

	GO:0045647
	negative regulation of erythrocyte differentiation
	3

	GO:0043922
	negative regulation by host of viral transcription
	3

	GO:0071889
	14-3-3 protein binding
	2

	GO:0031086
	nuclear-transcribed mRNA catabolic process, deadenylation-independent decay
	2

	GO:0017091
	mRNA 3'-UTR AU-rich region binding
	2

	GO:0017017
	MAP kinase tyrosine/serine/threonine phosphatase activity
	2

	GO:0001965
	G-protein alpha-subunit binding
	2



