Figure 4 - Figure Supplement 1
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WT WT — 5’..ACTGAAGGTCGCCGATC--TGCCCAGAACAGGACCCCC
Aasp5CRISPR KO — 5’ ..ACTGAAGGTCGCCGATCTTTGCCCAGAACAGGACCCCC
Insertion

Translation cCatalytic

WT ADLPRTGPPVDLLGL__ DTG

Aasp5 epr ADLCPEQDPQ.ISSD__TPE
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