Supplementary file 2. Ligand model statistics for the deposited structures.
Cross-correlation (CC), Q-score and B-factor for every modelled ligand in the apo filament (PDB 9OTQ), ATP filament (PDB 9OTN), turnover decamer (PDB 9OTO), turnover filament (PDB 9OTM) and R298A turnover decamer (PDB 9OTP). Values are given as average ± s.d. across the ten chains, with maximum and minimum in parentheses. CC and Q-score were measured with models fit into sharpened maps in ChimeraX; B-factors were derived from Phenix and deposited with the structures.
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