Supplementary File 3: Spo11-Oligos, RNA-seq, TrAEL-seq and MNase-seq datasets utilized in this study.

	Sample
	Time point
	Methodology
	GEO accession numbers
	Reference

	Wild type
	4 hr in meiosis
	Spo11-Oligos
	GSE48299
	1

	sir2
	4 hr in meiosis
	Spo11-Oligos
	GSE122882
	2

	ndt80
	3 hr in meiosis
	RNA-seq
	GSE287127
	This study

	sir3 ndt80
	3 hr in meiosis
	RNA-seq
	GSE287127
	This study

	dmc1
	5 hr in meiosis
	TrAEL-seq
	GSE287130
	This study

	sir3 dmc1
	5 hr in meiosis
	TrAEL-seq
	GSE287130
	This study

	dot1 dmc1
	5 hr in meiosis
	TrAEL-seq
	GSE287130
	This study

	sir3 dot1 dmc1
	5 hr in meiosis
	TrAEL-seq
	GSE287130
	This study

	Wild type
	3 hr in meiosis
	MNase-seq
	GSE307629
	This study

	sir3
	3 hr in meiosis
	MNase-seq
	GSE307629
	This study

	dot1
	3 hr in meiosis
	MNase-seq
	GSE307629
	This study

	sir3 dot1
	3 hr in meiosis
	MNase-seq
	GSE307629
	This study
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