
Figure 2—figure supplement 2. Protein sequence alignment of H. dujardini IF proteins with 
selected IF proteins from Caenorhabditis elegans. C. elegans ifa-1 and ifb-1 are epithelial cytoplas-
mic intermediate filament proteins, whereas lmn-1 represents the single lamin of C. elegans. The 
position of the cytotardin rod domain, containing the coiled-coil and linkers (coil 1A, L1, coil 1B, L12, 
coil 2; predicted from the protein sequence alignment in Figure 2), is indicated by blue lines. The 
intermediate filament consensus motifs are highlighted in red, the immunoglobulin fold (Ig fold) is 
marked in light orange, and the C-terminal prenylation motif of lamins (CaaX) is marked in purple. 
Note the presence of a prenylation motif in H. dujardini lamin-2 and C. elegans lmn-1 and its absence 
in the other proteins. The alignment (Clustal Omega) has been performed using Analysis Tool Web 
Services from the EMBL-EBI (McWilliam et al. 2013, Nucleic Acids Res. 41, W597–W600). (*) 
indicates positions which have a single, fully conserved residue. (:) Indicates conservation between 
groups of strongly similar properties — scoring > 0.5 in the Gonnet PAM 250 matrix. (.) Indicates 
conservation between groups of weakly similar properties — scoring ≤ 0.5 in the Gonnet PAM 250 
matrix.
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H. dujardini lamin-1 MAEKAGEAGVQTRSRRNRSTSREVSNGVAAPPAKATRSSQ-----------LEAVAEQATPSS------Q---QSQKSVRT--ESSMSLGFNGGSSQ--G
H. dujardini lamin-2 MSA-------Q----------VSKKRGGSNPPKTGQHAASSTTSRTESSATSQTIYERQEVET------RTQRTPGGLLLAA----SSAEVSSGT-----
H. dujardini cytotardin -----------------------------------------------------------------------------------------MYSSMA-S--S
C. elegans lmn-1 ------------------------------------------------------------MSS------RKGTRSSRIVTLERSANSSLSNNGGG-D--D
C. elegans ifa-1 ---------------------------------------MYTTTRPAMSFTSTTPSARAPLGGRTTGNVTSQDRMLKIVTE-----MRSGAGSGLSPF-G
C. elegans ifb-1 --------------------------------------------------MEAESAPQAP---------MSGGRVLKMVTE-----MGSATVGGISPALS

                                                                                            .       
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H. dujardini lamin-1 SRATSPTSFS EENRTLKIRLTTVQQETSADLNDQIGKYRDELERARKAVDAITQEKDRELLAKDKALGELNEHK
H. dujardini lamin-2 -AGLAGSPLS EEISVLRRKVETVSSKEVVENQKIKERYNLEIANLRRALDEVSRDLAAAIIERDSLRPERDA--
H. dujardini cytotardin IRGSTVHLSD NENVALQRQLQTAEQTTVTEIHRVSKNYDEELAKLRKQLEDVLRDNARLQMERNSTESENKQLQ
C. elegans lmn-1 SFGSTLLETS QENNRLQVQIRDIEVVEKKEKSNLADRFEAEKARLRRALDSAQDELAKYRIEYDAAKVEVKKLK
C. elegans ifa-1 QNAASTIRDS AQNRKLAADLDALRSKWGKDTHNIRNMYEGELVDAQKLIDETNKQRKDM-------EGQLKKMQ
C. elegans ifb-1 ANAAKSFLEA

RAQEKEELQNLNDRLAKILNKLNDSE
RHQEKEEFKLLNNRFANYIDTIRAQQ
RVHSKDELQALNTRLAKYIDKIRNLE
RLQEKDHLTSLNSRLATYIDKVRQLE
REREKKEMSDLNDRLASYIEKVRFLE
TDKEKKTLQGLNDRLGNYIDRVKKLEEQNRKLVADLDELRGKWGKDTSEIKIKYSESLSTARKDIDDAARRKAEV-------DVKVARHR
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H. dujardini lamin-1 AQFAALRKRLDELEAR-----L--KAAEKAARDKDNVLTELKAQLAESETAGKRIQKELADKTKQLDQARNQIEQEVISRTNLENALKTAEEKAKFENNL
H. dujardini lamin-2 -------RLLLDNEKKTLQKRS--KDAEAALKDAKNQLAALRDQAKDHDNEIHGLTTENSSLKLQIENLKKDLSQETNLRVDAENRLQSEREKNALLEGI
H. dujardini cytotardin QRVAQLEKQVRTLEAR-----L--RQAEDLVADLQHRLSQSLDVRQQLESDNKDLKNQINSLKGQIQQLKQDYDNERVRTADLENKLQTKEEEHEFEKNA
C. elegans lmn-1 PQVEKLERELAGAEEQALHAQS--IADQS---QAK--QKTLQARNDKLVVENDDLKKQNITLRDTVEGLKKAVEDETLLRTAANNKIKALEEDLAFALQQ
C. elegans ifa-1 DELAEMRRKLEDATKGREQDRAKIDALLVTLSNLEAEISLLKRRIAQLEDEVKRIKQENQRLLSELQRARTDLDQETLNRIDYQNQVQTLLEEIDFLRRV
C. elegans ifb-1 DDLAEYRSRYEDIQQRRESDREKISQWTNAIADAQSEVEMLRARFKQLTDEEKRVTADNSRIWEELQKARSDLDDETIGRIDFQNQVQTLMEELEFLRRV
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H. dujardini lamin-1 LESKLQRQSLSVTTVDHHSAQSTSRRSGSDFSASVEDMRSALEDAREEIQENMDRMYGSKLEGLEVLSESQKQTINGLNQALTASRHDM-----------
H. dujardini lamin-2 HNEEIVSLRNQRRTEITEVETRMGEEYQSKIVEQLNDLRADLEAVAHEMRLDLERSYQNQLEDSQDLANRYRDEARALLADLSAAQDRIKETQTRSEKQL
H. dujardini cytotardin LHENLREEKSQRQYLLHDLQRGLQDEFESKLVQQLNELRAEYDEMIKGVRAEVEAKSESRIRDLMAMADQQGDTVTRLQQEL----EEWRKRSQTTEAEL
C. elegans lmn-1 HKGELEEVRHKRQVDMTTYAKQINDEYQSKLQDQIEEMRAQFKNNLHQNKTAFEDAYKNKLNAARERQEEAVSEAIHLRARV----RDLETSSSGNASLI
C. elegans ifa-1 HDNEIKELQTLAS---RDTTPENREFFKNELSSAIRDIREEYDQVNNVHRNDMESWYRLKVQEIQTQSARQNMEQGYAKEEV----KRLRTQLSDLRGKL
C. elegans ifb-1 HEQEVKELQALLA---QA-PADTREFFKNELALAIRDIKDEYDIIAKQGKQDMESWYKLKVSEVQGSANRANMESTYQRDEV----KRMRDNIGDLRGKL
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H. dujardini lamin-1 KDLQKENQQLRKKVGEVEKELHQQHQKFDQHKMDCTARIAALSDQSNQASQ GITSADQYGG
H. dujardini lamin-2 QELRLQLQRLQAE----LNGKDDEVQRLQKLLADRQAELQNTHHELSRQIA ------- NMKSPP------
H. dujardini cytotardin DRLRKENANLNAQLTEIQRQKDDQIRALQQQIRKRQEELQRINDDLGDLTR ------- GMDGSGTVIR--
C. elegans lmn-1 ERLRSELDTL--------------KRSFQEKLDDKDARIAELNQEIERMMS ------- NLTQEAPQNTSV
C. elegans ifa-1 ADLESRNSLLEKQIQELNYQLEDDQRSYEAALNDRDSQIRKMREECQALMV ------- GLKQLVEQVVKT
C. elegans ifb-1 GDLENKNSLLEKEVQNLNYQLTDDQRQYEAALNDRDATLRRMREECQTLVA -------

QYQALLEEYRTTTHNNVEMRTELEMYNKLLSDEEIRL
SYQELL DEKIHLDAELATYNALLRTEEERL
QYQDLL YVKLALDAELATYNKLLSGEEQRL
EFHDLL DVKIQLDAELKTYQALLEGEEERL
ELQMLL DTKQTLDAEIAIYRKMLEGEENRA
ELQALL DTKQMLDAEIAIYRKMLEGEETRVGLTQMVEQAVKT
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H. dujardini lamin-1

VR

HGAKKRKLTETFYTTPFGSRSSAGSRS------AGHNSTPV----TKSQVTRTTVKTSENKSKASGPVRILEV-APGKVVRLENISE-AVMQLGHWRIHQ
H. dujardini lamin-2 --------------FPSTPDSQ----------R - --------RGTKRRIA D SYTRTRFRNEASATGDIHISEIDAEGQFVRLENKSG-QDVVIGGWKLLM
H. dujardini cytotardin --------------RPTGGATGTGSGIYGGTGSGGYSRDIGSTT---TTKTTYTSRP-TYNYTPIATTPIGGTSTTGRYTP-----------VGGQTLAA
C. elegans lmn-1 HH----------VSFSSGGASA----------QRGVKRRRVVDVNGEDQDIDYLNRRSKLNKETVGPVGIDEVDEEGKWVRVANNSE-EEQSIGGYKLVV
C. elegans ifa-1 HAITQETDTET---------------------------M--------RVVKGETASRQSFQRSAKGNVSIHEASPDGKFIVLQNTHRAKDEAIGEWKLKR
C. elegans ifb-1 HSLQQQENTDS---------------------------T--------RSVRGEVSTKTTFQRSAKGNVTISECDPNGKFIKLENSHRNKDENVGEHKIRR

                                                            :    .   *      *:              :*   :  
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H. dujardini lamin-1 HGASGD------AAFQFEKDQVIGGQSIISVYSSTEDSQPNNGVTEII-ATNAWLADSHLETVLSDGDGNQMATYEVSADSNLDIHNDSVRDSPRSAGKG
H. dujardini lamin-2 VSDNGE---DNKTDYKIHSNQVIKAHSSTTIWSANTNVVHEPPADIVM--EGRWLVGDHTSVTLSTSDGVEVARREMTQSSTRD--------------DS
H. dujardini cytotardin RQPSPGGSLGRERDIPVLREQKIT-----ETFKAS---------GRVG-PRTDW----------------------------------------------
C. elegans lmn-1 KAGNKE------ASFQFSSRMKLAPHASATVWSADAGAVHHPPEVYVM-KKQQWPIGDNPSARLEDSEGDTVSSITVEFSES------------------
C. elegans ifa-1 RIDGK-----RENVYTLPRDFVLRAGKTLKIFARNQG-VASPPDQLVYDAEDSFGSGNNVQTILFNKEGEERATHIQRQSTA------------------
C. elegans ifb-1 KLDGR-----REIVYSIPANVVIKPGKNLTIYARDQGGINNPPESLVFDGENTWGIGANVVTSLVNKDGEERATHTQKTIQSGQ----------------

                .     :        :              :      :                                              
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H. dujardini lamin-1 ILGFFGL---------------------
H. dujardini lamin-2 YLGPSGLPKRSRLVVADSSDHQKNCVIM
H. dujardini cytotardin ----------------------------
C. elegans lmn-1 ---------------SDPSDPADRCSIM
C. elegans ifa-1 ----------------------------
C. elegans ifb-1 ----------------------------

                            


