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Figure 6-�gure supplement 2. Analysis of PTBP1 binding to protected mRNAs
Histograms of sequence reads from PTBP1 CLIP experiments (Xue et al., 2013) mapping to the indicated mRNAs were visualized 
using the Genomatix genome browser. Schematics of representative RefSeq transcripts are shown, and histograms are 
autoscaled according to maximum peak height for each gene window. Thin lines indicate introns, thick lines indicate coding 
regions, and red indicates 3’UTRs. Positions of putative high-a�nity hexamer PTBP1 binding sites 3’ of TCs are indicated. 


