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Figure 2-�gure supplement 1. The RSE protects reporter mRNAs containing a GAPDH-derived NMD-sensitive 3’UTR.
A. Schematic of tet-regulated β-globin reporter mRNA constructs used in RNA decay assays.  RSE or SMG5-397 sequences were
 inserted in reporter mRNAs upstream of the arti�cial GAPDH-derived 3’UTR (Singh et al., 2008).
B. Decay assays of reporter mRNAs containing the RSE or the �rst 397 nt of the SMG5 3’UTR (SMG5-397) sequence in cells 
expressing either WT UPF1 (left) or an ATPase-dead UPF1 (right). Constructs encoding the tet-regulated transcripts described 
in (A) were co-transfected with the constitutively expressed wild-type β-globin reporter (pcβWTβ; bottom bands) in HeLa 
Tet-o� cells. Half-lives and 95% con�dence intervals were derived from linear regression of semi-log plots of normalized RNA 
abundances from three independent experiments (p-values from two-tailed ANCOVA analysis comparing the indicated mRNAs 
to the SMG5-397 control in the presence of wild-type UPF1).


