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Figure 6-�gure supplement 1. PTBP1-mediated protection does not depend on changes in splicing.
Sashimi plots were generated from reads mapping to genes rendered susceptible to NMD by PTBP1 depletion in RNA-seq 
and qRT-PCR experiments using Integrative Genomics Viewer software (Broad Institute). SELT, VRK3, and ZNF322 were 
omitted from this analysis due to insu�cient read coverage spanning exons. 


