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[bookmark: _GoBack]Figure 2−source data 1. 
The dataset provides a list of PPARα-regulated genes (A) and pathways (B) in E19.5 and P2 mouse livers. Significant genes based on a false discovery rate < 0.05 were classified as regulated at both E19.5 and P2, in E19.5 only, or P2 only. The logarithmic fold change (logFC) cut-off value was set at 1.3. For each group, the significant enrichment of underlying KEGG, GO, and Reactome curated pathways was determined from the hypergeometric distribution and corrected for multiple comparisons.

(A) PPARα-regulated genes in E19.5 and P2 mouse livers
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(B) PPARα-regulated pathways in E19.5 and P2 mouse livers 
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ENSMUST00000097
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Psmes
Usp22
Gm10561
Hyal2
sod2
40787
Map3kt
Lima1
Tmem150a
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Tmems
puii3
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Meg3
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cel2s

10561162 ENSMUSTO000010% Foxo3

10587082

NM_172201

Foxredl
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10368935
10385500
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10520467
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10475965
10374706
10503643
10480121
10435457
1034480:

10545583
10431585
10594825
10388784
10490467
10443408
10541695
10371616
10401267
10491704
10429564
10393573
10436967
10575867
10347583
10484987
10578352
10564736
10378572
10356262
10352756
10394471
10454077

NM_011676
NM_001039089
NM_030714
NR_001579
NM_146108
NM_027928
NM_145711
NM_007494
BCO76612
NM_028874
NM_019738
NM_019650
NM_025346
NM_001171026
NM_011565
NM_138741
NM_001081043
NM_008146
NM_078484
NM_134154
NM_010655
NM_024166
NM_016777
NM_177475
NM_146674
NM_009624
NM_001113478
NM_025352
NM_011113
NM_133810
NM_033564
NM_025360
NM_019781
NM_001011810
NM_025735
NM_026842
NR_027838
NR_029530

NM_145384
NM_025786
NM_027196
NM_008349
NM_175528
NM_010446
NM_146062
NM_001033272
NM_001177631
NM_134141
NM_023879
NM_012047
NM_011952
NM_027760
NR_029533
NM_023733
NM_177382
NM_026421
NM_007468
NM_001170433
NR_029880
NM_172772
NM_001083906
NM_175494
AF529169
NM_025934
NM_001161845
NM_009643
NM_009171
NM_007481

Unc119
sel1l
b3
Terc
Hibch
Chst13
Tox
Ass1

Gene.Description
protease (prosome, macropain) 265 subunit, ATPase 5
ubiquitin specific peptidase 22

predicted gene 10561

hyaluronoglucosaminidase 2

superoxide dismutase 2, mitochondrial

septin 11

mitogen-activated protein kinase kinase kinase 1

UM domain and actin binding 1

transmembrane protein 150A

receptor transporter protein 4

transmembrane protein 9

poliovirus receptor-related 3

lactamase, beta

RAR related orphan receptor gamma

maternally expressed 3

Rabs effector protein with kelch motifs

proteasome (prosome, macropain) 265 subunit, non-ATPase, 9
pleckstrin homology domain containing, family F (with FYVE domain
LYR motif containing 2

calsyntenin 3

TH1-like homolog (Drosophila)

diydrolipoamide S-succinyltransferase (E2 component of 2-oxo-glu
ribosomal protein SA

chemokine (C-X-C moltif) ligand 12

phosphatidylinositol 4-kinase type 2 beta

fatty acid desaturase 3

RIKEN cDNA 2510049112 gene

glycoprotein (transmembrane) nmb

ATP-binding cassette, sub-family C (CFTR/MRP), member 5
hydroxyacid oxidase 1, liver

zinc finger CCCH type containing 11A

RIKEN cDNA 2210415F13 gene

RABLS effector protein

ribosomal protein S12

mannan-binding lectin serine peptidase 1

chemokine (C-C motif) ligand 25

forkhead box 03

FAD-dependent oxidoreductase domain containing 1

unc-119 homolog (C. elegans)

sel-1 suppressor of lin-12-like (C. elegans)

deltex 3 homolog (Drosophila)

telomerase RNA component
3-hydroxyisobutyryl-Coenzyme A hydrolase
carbohydrate (chondroitin 4) sulfotransferase 13
thymocyte selection-associated high mobility group box
argininosuccinate synthetase 1

3110043021Rik RIKEN CDNA 3110043021 gene

19
Nupr1
Gosr2
Rmndsb
0s9
Tead2
sdpr
Ptpn23
Golga3
sleasaz
slc25a45
Kpna2
Chehd2
Nasp
2p2800
olfrg24.
Adeys
Frrs1
Ugerg
Plaur
Stki7b
Mpv17l
Tmed3
Pexid
olfras
Maplica
Ubginl
Atp2a2
Mir23b

Bhihals
Mir192
Tmem176a
Haafy2
Palc2
Rnf186
Polda
1orb
E330009107Rik
Foxa2
Pphint
Spata13
Etl4
Ciapin
Regripl
Brd7
Mapk3s
Rassfg
Mir30a
crot
Cypart
Enoph1
Apoad
Ppfibp1
Mir379
Famé3b
Nr3c2
Zip367
AF529169
Riok2
gkt
Ahnak
Shmt1
Arf6

sorting nexin 19
nuclear protein 1

golgi SNAP receptor complex member 2

required for meiotic nuclear division 5 homolog B (. cerevisiae)
amplified in osteosarcoma

TEA domain family member 2

serum deprivation response

protein tyrosine phosphatase, non-receptor type 23

golgi autoantigen, golgin subfamily a, 3

solute carrier family 35 (UDP-galactose transporter), member A2
solute carrier family 25, member 45

karyopherin (importin) alpha 2

coiled-coil-helix-coiled-coil-helix domain containing 2

nuclear autoantigenic sperm protein (histone-binding)

zinc finger protein 2808

olfactory receptor 824

adenylate cyclase 9

ferric-chelate reductase 1

ubiquinol-cytochrome c reductase, complex Il subunit VIl
plasminogen activator, urokinase receptor

serine/threonine kinase 17b (apoptosis-inducing)

Mpv17 transgene, kidney disease mutant-like

transmembrane emp24 domain containing 3

peroxisomal biogenesis factor 14

olfactory receptor 485

microtubule-associated protein 1 light chain 3 alpha

ubiquilin 1

ATPase, Ca+ transporting, cardiac muscle, slow twitch 2
microRNA 23b

basic helix-loop-helix family, member a15
microRNA 192

transmembrane protein 176A

H2A histone family, member Y2

PQloop repeat containing 2

ring finger protein 186

polymerase (DNA-directed), delta 4

interleukin 10 receptor, beta

RIKEN cONA E330009/07 gene

forkhead box A2

periphilin 1

spermatogenesis associated 13

enhancer trap locus 4

cytokine induced apoptosis inhibitor 1

retinitis pigmentosa GTPase regulator interacting protein 1
bromodomain containing 7

mitogen-activated protein kinase 3

Ras association (RalGDS/AF-6) domain family (N-terminal) member ¢
microRNA 30a

carnitine O-octanoyltransferase

cytochrome Pas0, family 2, subfamily , polypeptide 1
enolase-phosphatase 1

apolipoprotein A-V.

PTPRF interacting protein, binding protein 1 (liprin beta 1)
microRNA 379

family with sequence similarity 63, member 8

nuclear receptor subfamily 3, group C, member 2

zinc finger protein 367

CDNA sequence AF529169

RIO kinase 2 (yeast)

serum/glucocorticoid regulated kinase 1

AHNAK nucleoprotein (desmoyokin)

serine hydroxymethyltransferase 1 (soluble)
ADP-ribosylation factor 6
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ad)_p_P2Z logFC_E19.5
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Affymetrix_ID NCBI_Accession  Gene_Symbol FC_E1S Feh2 adl_p_E19 adj_p_PZ logFC_E19.5 logFC_P2.

Gene.Description
10344803 NM_011714 Bazlb bromodomain adjacent to zinc finger domain, 18 131
10363522 NM_018811 Abhd2 abhydrolase domain containing 2 4131
10564573 ABO76245 - 131
10389701 NM_001112744  Arhgefls  Rho guanine nucleotide exchange factor (GEF) 16 131
10564573 ENSMUST00000101 - - 130
10462630 NM_001034857  C330019L16Rik RIKEN CONA C330019L16 gene 130
10398578 NM_175168 Ptk PTK? protein tyrosine kinase 7 -130
10540676 NM_177448 Mogat2 monoacylglycerol O-acyltransferase 2 -130
10596433 NM_171826 Cldnd1 claudin domain containing 1 130
10437040 NR_002891 Gms512 required for meiotic nuclear division 1 pseudogene 130
10412900 NM_013851 Abcagh ATP-binding cassette, sub-family A (ABC1), member 8b -130
10441313 NM_010560 st interleukin 6 signal transducer 130
10344813 NM_001177753  Pfifb3 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3 130
10406270 NM_001171004  Prkd3 protein kinase D3 130
10562006 AF357393 Rps12 ribosomal protein 512 130

#N/A NM_026159 Retsat /A 1608
10507171 NM_011933 Decr2 2-4-dienoyl-Coenzyme A reductase 2, peroxisomal 1539
10507177 NM_010011 Cypdalo cytochrome P450, family 4, subfamily 2, polypeptide 10 1497
10507163 NM_009948 Cptib carnitine palmitoyltransferase 1b, muscle 14550
10499906 NM_053262 Hsd17b11  hydroxysteroid (17-beta) dehydrogenase 11 968
10431564 NM_001100181  Cypa32 cytochrome P450, family 4, subfamily a, polypeptide 32 886
10554938 NM_007822 Cypdata cytochrome P450, family 4, subfamily a, polypeptide 14 763
10408861 NM_028176 Cda cytidine deaminase 7.08
10362138 NM_011868 Peci peroxisomal delta3, delta2-enoyl-Coenzyme A isomerase €77
10460157 NM_146230 Acaalb acetyl-Coenzyme A acyltransferase 18 424
10438575 NM_023737 Ehhadh enoyl-Coenzyme A, hydratase/3-hydroxyacyl Coenzyme A dehydrog: 364
10539143 NM_029494 Rab30 RAB30, member RAS oncogene fa 346
10449225 NM_020520 Slc25a20 solute carrier family 25 (mitochondrial carnitine/acylcarnitine transl 294
10551614 NM_016772 Echl enoyl coenzyme A hydratase 1, peroxisomal 292
10517609 NM_011144 Ppara peroxisome proliferator activated receptor alpha 276
10458560 NM_177368 Tmtc2 and tetratricopeptide repeat ing 2 266
10484261 NM_001037938  Dhrs4 dehydrogenase/reductase (SOR family) member 4 261
10538965 NM_024255 Hsdi2 hydroxysteroid dehydrogenase like 2 250
10408656 NM_201640 Cypda3t cytochrome P40, family 4, subfamily a, polypeptide 31 245
10457475 NM_025794. Etfdn electron transferring flavoprotein, dehydrogenase 243
10455656 NM_181045 caln calneuron 1 241
10498837 NM_175417 '9530008L14Rik RIKEN cCONA 9530008L14 gene 218
10423505 NM_177920 Serpina? serine (o cysteine) peptidase inhibitor, clade A (alpha-1 antiproteir 218
10579199 NM_027455 Qpet glutaminyl-peptide cyclotransferase (glutaminyl cyclase) 210
10393177 NM_017366 Acadvl acyl-Coenzyme A dehydrogenase, very long chain 200
10425987 NM_008292 Hsd17ba hydroxysteroid (17-beta) dehydrogenase 4 202
10578539 NM_134130 Abhd3 abhydrolase domain containing 3 195
10531919 NM_175088 Mdfic MyoD family inhibitor domain containing 195
10387768 NM_001048176  Cerkl ceramide kinase-like 192
10489368 NM_029844 Mrap melanocortin 2 receptor accessory protein 188
10415176 NM_145122 Pex16 peroxisomal biogenesis factor 16 77
10347552 NM_021345 Ptplad1 protein tyrosine phosphatase-like A domain containing 1 75
10502240 NM_173733 Suox sulfte oxidase 72
10412607 NM_001114312  4930506MO7RIl RIKEN CDNA 4930506MO7 gene 172
10460221 NM_001122899  Lepr leptin receptor 170
10423090 NM_019975 Hacll 2-hydroxyacyl-CoA lyase 1 167
10471424 NM_017399 Fabp1, fatty acid binding protein 1, liver 165
10488797 NM_021534. Pxmp4 peroxisomal membrane protein 4 163
10511679 NM_172702 serinc2 serine incorporator 2 160
10397172 NM_198161 Bhihbo basic helix-loop-helix domain containing, class B9 157
10514221 NM_026232 slc25a30  solute carrier family 25, member 30 154
10479833 NM_053200 Cesid carboxylesterase 10 150
10386652 NM_134066 Akricig aldo-keto reductase family 1, member C18 145
10476207 NM_010197 Fefl fibroblast growth factor 1 144
10418185 NM_025341 Abhde abhydrolase domain containing 6 144
10351738 NM_028876 Tmeds transmembrane emp24 protein transport domain containing 5 138
10531370 NM_011935 Esrg estrogen-related receptor gamma 37
10433177 NM_001101534  Sult2ad sulfotransferase family 24, dehydroepiandrosterone (DHEA)-preferr 135
10561031 NM_144930 cesif carboxylesterase 1F 431
10588357 NM_175130 Troma transient receptor potential cation channel, subfamily M, member 4 130
10602716 NM_011704. van1 vanin 1 179
10381345 NM_009349 Inmt indolethylamine N-methyltransferase 107
10506786 NM_008574 smep sperm mitochondria-associated cysteine-rich protein 149
10584578 NM_207216 Ugtsal UDP glycosyltransferases 3 family, polypeptide AL 120
10503484 NM_033373 Krt23 keratin 23 125
10501244 NM_172710 sel1l3 sel-1 suppressor of lin-12-like 3 (C. elegans) 138
10384579 NM_001142804  Acss3 acyl-CoA synthetase short-chain family member 3 186
10540897 NM_021456 Ceslg carboxylesterase 1G 131
10419198 NM_011996 Adha alcohol dehydrogenase 4 (class i), pi polypeptide 142
10560045 NM_177406. Cypdal2a  cytochrome P40, family 4, subfamily a, polypeptide 12a 122
10416777 NM_172306 Cypdal2b  cytochrome Pas0, family 4, subfamily a, polypeptide 128 130
10462231 NM_013743 Pdka pyruvate dehydrogenase kinase, isoenzyme 4 114
10434302 NM_020626 Tmem27 transmembrane protein 27 133
10355806 NM_020013 Fef21 fibroblast growth factor 21 128
10451955 NM_001080934  Slc16as solute carrier family 16 (monocarboxylic acid transporters), member 160
10382136 NM_183405 Cox6b2 cytochrome ¢ oxidase subunit Vib polypeptide 2 159
10524082 NM_013821 Hsd3b6 hydroxy-delta-S-steroid dehydrogenase, 3 beta- and steroid delta-isc 110
10465772 NM_198672 Ces3a carboxylesterase 3A 117
10462281 NM_010023 oci vI-Coenzyme A delta B2t I-Coenyme 201
10560443 NM_144803 Chrnaz cholinergic receptor, nicotinic, alpha polypeptide 2 (neuronal) 240
10386402 NM_026180 Abcgs ATP-binding cassette, sub-family G (WHITE), member 8 101
10445875 NM_001101467  Cyp2a22 cytochrome P40, family 2, subfamily a, polypeptide 22 145
10587085 NM_001166251 Mgl monoglyceride lipase 199
10546977 NM_001077348  Plins perilipin 5 154
10607560 NM_053242 Foxp2 forkhead box P2 105
10464425 NM_009127 Scdl stearoyl-Coenzyme A desaturase 1 a1
10582712 NM_001111296  Sultzal sulfotransferase family 24, dehydroepiandrosterone (DHEA)-preferr 121
10447264 NM_181588 cmbl carboxymethylenebutenolidase-like (Pseudomonas) 196
10411668 NM_026172 Decr1 2,4-dienoyl CoA reductase 1, mitochondrial 156
10384092 NM_008763 oifrie olfactory receptor 16 116
10451495 NM_170599 lgsf1l immunoglobulin superfamily, member 11 125
10478875 NM_001081325  Sult2a6 sulfotransferase family 24, dehydroepiandrosterone (DHEA)-preferr 104
10469849 NM_194054. Rtnd reticulon 4 114
10352501 NM_031884. AbcgS ATP-binding cassette, sub-family G (WHITE), member 5 105
10417734 NM_007860 Dio1 deiodinase, iodothyronine, type | 103
10472757 NM_172507 Shabgrl2 SH3 domain binding glutamic acid-rich protein like 2 251
10391831 NM_021370 Acens, amiloride-sensitive cation channel 5, inestinal 128
10498647 NM_173397 Fitm2 fat storage-inducing transmembrane protein 2 191
10352867 NM_026808. Fitm1 fat storage-inducing transmembrane protein 1 118
10443449 NM_178695 prrga proline rich Gla (G-carboxyglutamic acid) 4 (transmembrane) 11
10564573 GENSCANOO000006 - 110
10560487 NM_145499 Cyp2c70 cytochrome P4s0, family 2, subfamily ¢, polypeptide 70 a1
10606735 NM_009202 sic22a1 solute carrier family 22 (organic cation transporter), member 1 129
10586591 NM_011994 Abcd2 ATP-binding cassette, sub-family D (ALD), member 2 227
10461423 NM_182959 Slc17a8. solute carrier family 17 (sodium-dependent inorganic phosphate cot 145

10357003 NM_001081263  Slc44as solute carrier family 44, member 5 125
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10445347
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10425211
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10466008
10595895
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10578322
10382115
10509267
10398859
10409278
10444890
10350341
10365830
10509930
10414417
10356886
10464586
10447341
10540122
10589413
10595211
10579833
10572466
10502359
10345675
10436841
10438530
10533725

NCBI_Accession

NM_007987
NM_201354
NM_011979
NM_0010075;
NM_138654
NM_0010333;
8C147591
NM_001024606
NM_001168334
Q237930
NM_172759
NM_194342
NM_020621
NM_0010133;
NR_003552
NM_020581
NM_181848
NM_027995
NM_001102437
AF536196
NM_178772
NM_207654
NM_007383
NM_026695
NM_008509
NM_008990
NM_025446
NM_025827
NM_177420
NM_008842
NM_013631
NM_028608
NM_029645
NM_027198
NM_0010391
NM_198019
NM_207209
NM_028747
NM_022032
NM_133198
NM_145980
NM_013840
NR_003522
NM_001177887
NM_024208
NM_0011646:
NM_016859
NM_177591
NM_0011665¢
NM_030259
NM_013598
NM_175004
NM_008287
NM_013820
NM_025565
NM_144940
NM_0011596:
NM_133710
NR_033336
NM_029870
NM_144911
NM_011099
NM_153151
NM_009274
NM_021716
NM_028343
NM_009182
NM_013610
NM_029478
NM_145371
NM_011261
NM_027946
NM_001081050
NM_026853
NM_029153
NM_175178
NM_025476
U24680
NM_001111314
NM_010497
NM_010099
NM_019963
NM_180662
NM_007640
NM_001146217
NR_029742
NM_007508
8C049642
NM_134101
NM_011538
NM_008209
NM_133925
NM_025593
NM_008830
NM_134255
NM_027855
NM_133942
NM_010189
NM_178396
NM_178645
NM_007715
NM_007929
NM_053108
NM_019640
NM_023197
NM_027293
NM_013662
NM_146078
BC050895
NM_009227
NM_177388
NM_009450

GEne-SVMACT Gene.Description
Fas Fas (TNF receptor superfamily member 6)
Gm672 predicted gene 672
van3 vanin3
Slc25a42  solute carrier family 25, member 42
5033411D12Rik RIKEN cDNA 5033411012 gene
Arhgefo CDC42 guanine nucleotide exchange factor (GEF) 9
1700039E15Rik RIKEN CONA 1700039E15 gene
Pdp2 pyruvate dehyrogenase phosphatase catalytic subunit 2
Gm2799 predicted gene 2799
Kibl-ps1  kille celllectin-like receptor subfamily 8 member 1, pseudogene 1
Cesze carboxylesterase 2
sun2 Sad1 and UNCB4 domain containing 2
P2ry4 pyrimidinergic receptor P2Y, G-protein coupled, 4
Scndb, sodium channel, type IV, beta
Cyp2d13 cytochrome P4s0, family 2, subfamily d, polypeptide 13
Angptia. angiopoetin-like 4
Optn optineurin
Paqr7 progestin and adipoQ receptor family member Vi
Acbds acyl-Coenzyme A binding domain containing 5
D630002G06Rik RIKEN cDNA D630002G06 gene
Neeht arylacetamide deacetylase-like 1
Efnas ephrin AS
Acads acyl-Coenzyme A dehydrogenase, short chain
Etf electron transferring flavoprotein, beta polypeptide
Lol lipoprotein lipase
purl2 poliovirus receptor-related 2
AlgL androgen-induced 1
Lonp2 lon peptidase 2, peroxisomal
Psatl phosphoserine aminotransferase 1
Pim1 proviral integration site 1
Pir pyruvate kinase liver and red blood cell
Glipr1 GLI pathogenesis-related 1 (glioma)
Gatc glutamyl-tRNA(GIn) amidotransferase, subunit C homolog (bacterial)
Zswim? zinc finger, SWIM-type containing 7
2 zinc finger homeobox 2
Cep78 centrosomal protein 78
Sec2ab Sec24 related gene family, member B (5. cerevisiae)
0610012HO3Rik RIKEN cDNA 0610012HO3 gene
perp PERP, TPS3 apoptosis effector
Pygl liver glycogen phosphorylase
8430408G22Rik RIKEN CDNA 8430408G22 gene
uxt ubiquitously expressed transcript
Abhd1 abhydrolase domain containing 1
1gsfs immunoglobulin superfamily, member 5
Echdc3 enoyl Coenzyme A hydratase domain containing 3
Mum1i1 melanoma associated antigen (mutated) 1-like 1
Bys! bystin-like
Igsf1 immunoglobulin superfamily, member 1
Denndlb  DENN/MADD domain containing 18
Rilpl2 Rab interacting lysosomal protein-like 2
Kitl kit ligand
Ptrh2 peptidy-RNA hydrolase 2
Hrsp12 heat-responsive protein 12
Hi2 hexokinase 2
Spc2s SPC25, NDC8O Kinetochore complex component, homolog (. cerev:
Uroct urocanase domain containing 1
Bat2l HLA-B associated transcript 2-like
ctdspl CTD (carboxy-terminal domain, RNA polymerase I, polypeptide A) st
Snora23 small nucleolar RNA, H/ACA box 23
'A930001NO9Rik RIKEN cONA A930001N09 gene
Rpap2 RNA polymerase ll associated protein 2
Pkm2 pyruvate kinase, muscle
Acat3 acetyl-Coenzyme A acetyltransferase 3
srpk2 Serine/arginine-rich protein specific kinase 2
Fign fidgetin
Tmem135  transmembrane protein 135
stasia3 T8 alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase 3
Ninj1. ninjurin 1
Tmemd9  transmembrane protein 49
Eif2b1 eukaryotic transation initiation factor 28, subunit 1 (alpha)
Reln reelin
Deaf7 DDB1 and CUL4 associated factor 7
Pard3b par-3 partitioning defective 3 homolog B (C. elegans)
Asb11 ankyrin repeat and SOCS box-containing 11
Scampl secretory carrier membrane protein 1
Aifm3 apoptosis-inducing factor, mitochondrion-associated 3
Famg2b family with sequence similarity 82, member 8
Ngef neuronal guanine nucleotide exchange factor
1dh1 isocitrate dehydrogenase 1 (NADP#), soluble
£da ectodysplasin-A
statz signal transducer and activator of transcription 2
Trappcd trafficking protein particle complex 9
cd1d2 CD1d2 antigen
Smoct SPARC related modular calcium binding 1
6a-1  microRNA 26a-1
Atpvia ATPase, Hs transporting, lysosomal V1 subunit A
4930584F24Rik RIKEN cONA 493058424 gene
Psmd2 proteasome (prosome, macropain) 265 subunit, non-ATPase, 2
Toxs Tbox6
M1 major histocompatibiity complex, class I-related
Rbm28 RNA binding motif protein 28
Poir2l polymerase (RNA) I (DNA directed) polypeptide L
Abcba ATP-binding cassette, sub-family B (MDR/TAP), member 4
Elovis ELOVL family member 5, elongation of long chain fatty acids (yeast)
0610007C21Rik RIKEN cONA 0610007C21 gene
Plekhal pleckstrin homology domain containing, family A (phosphoinositide
Fegrt Fe receptor, IgG, alpha chain transporter
car2 carbonic anyhydrase 12
Bimh bleomycin hydrolase
Clock circadian locomotor output cycles kaput
Emp2 epithelial membrane protein 2
Ginc glutaredoxin
Pitpnb phosphatidylinositol transfer protein, beta
2310008HO9RIK RIKEN CONA 2310008H09 gene
Dopey2 dopey family member 2
Semach sema domain, transmembrane domain (TM), and cytoplasmic doma
ubr2 ubiquitin protein ligase E3 component n-recognin 2
9130401MO1Ril RIKEN CDNA 9130401MO1 gene
Snrpe small nuclear ribonucleoprotein £
Sle41a2 solute carrier family 41, member 2
Tubb2a tubulin, beta 2A
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10470584
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10364056
10381474
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10596465
10456254
10595402
10361152
10345791
10352459
10356406
10382300
10559343
10415991
10491848
10594638
10603087
10429327
10601044
10536294
10491952
10414427
10391378
10542310
10584124
10564573
10545812
10523255
10521589
10535331
10511333
10603573
10360479
10548030
10345241
10556442
10606979
10409265
10491820
10474077
10427334
10398410
10523880
10573461
10586744
10474006
10429298
10371356
10438189
10376208
10475800
10372457
10369688
10601091
10500529
10586773
10527732
10475517
10565627
10400304
10411156
10367641
10415415
10365891
10518145
10363786
10568436
10453747
10567735
10488912
10541260
10367154
10475866
10382341
10606868
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10501971
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10378754
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10365845
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10474223
10358389
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10524882
10349431
10368317
10426955
10350188
10500838
10551009
10466410
10567229
10346410
10371607
10386934
10492964
10387797
10556456
10363070
10545479
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NM_013648
NM_027868
NM_024256
NM_175128
ENSMUST0000013¢
ENSMUST00000052
NM_134127
NM_007405
NM_008949
NM_133167
NM_028817
NM_146118
NM_027976
NM_207525
NM_009284
NM_011545
NM_134117
NM_010755
NM_175477
NM_028049
NM_019483
NM_008796
ENSMUST00000092
NM_138599
NM_029821
NM_011864
ENSMUST0000008:
NM_172597
NM_011978
NM_024188
NM_009648
NM_001033210
NM_001081372
NM_026993
NM_010849
NM_009213
NM_178692
NM_194462
NM_008647
NM_139297
NM_001033167
NM_178364
NM_173423
NM_027275
NR_029916
NM_027460
NM_011391
NM_153139
NM_024475
NM_015774
NM_029582
NM_016675
NM_026365
NM_023617
NM_177267
NM_023200
NM_013490
NM_016795
NM_172571
NM_001163750
NM_176837
NM_133969
NM_026623
NM_028979
NM_029090
NM_020486
NM_027912
NM_010413
NM_172424
NM_013646
NM_008320
NM_001099634
NM_008256
NM_027310
NM_033602
NM_001081059
BC038367
ENSMUST0000012C
NM_001033322
NM_010847
NR_029786
NM_001163425
NM_178079
NM_199199
NM_017463
NM_008808
NM_008097
NM_010007
NM_173408
NM_027711
NM_016966
NM_001113356
NM_009655
NM_009697
NM_028725
NM_007669
NM_175096
NM_026604
NM_145628
AK144923
NM_145599
NR_030270
NM_007768
NM_011542
NM_177588
NM_027249
NM_053202
NM_026062
NM_175443
NM_054080
NM_178920
NM_175329
NM_144935
NM_009443

©ENe2YMEOT Gene.Description

Rz eticulon 2 (Z-band associated protein)

Sica1a3 solute carrer family 41, member 3

83gat3 beta-13 glucuronylransferase 3 (glucuronosylransferase )
'4930430F0BRIK RIKEN CONA 4930430808 gene

4930578107RIK RIKEN CONA 4930578107 gene.

OUpAfIS  cytochrome PASO, family 4, subfarmily f, polypeptide 15
Adeys adenylate cyclase §

Psmclip  proteasome (prosome, macropain) 265 subunit, ATPase 3, interactin
Parvh> parvin, beta

Acsi3 acyl-Co synthetase long-chain family member 3

Sikc25325  solute carrier family 25 (mitochondrial carier, phosphate carrier), m
Acsls acyl-Co synthetase long-chain family member 5

opa3 opticatrophy 3 (numan)

stats signal transducer and activator o transcrption 6

Tef21 transcription factor 21

Phdce protein kinase domain containing, cytoplasmic

Maff vemaf musculoaponeuratic fibrosarcoma oncogene family, protein F
2574 ainc inger protein 574

Fixo22 F-box protein 22

smad9 MAD homolog 3 (Drosophia)

petp phosphatidylcholine transfer protein

Myolsh  myosinXVB

Tomm70a  translocase of outer mitochondrial membrane 70 homolog A (yeast)
1190003115RIK RIKEN cONA 1190003415 gene.

Papss2 3"phosphoadenosine 5'phosphosulfate synthase 2
Tandels  thioredoin domain containing 16

sic27a2 solute carrier family 27 (fatty acidtransporter), member 2
oxctt 3-0x0acid CoA transferase 1

Akapt Akinase (PRKA) anchor protein 1

Pist plastin 1 (Hisoform)

Cesth carboylesterase 16

Ddah1 dimethylarginine dimethylaminohydrolase 1

Mye myelocytomatosis oncogene

smpd2 sphingomyelin phosphodiesterase 2, neutral
C130074G19Rik RIKEN cDNA 130074619 gene

Akap Akinase (PRKA) anchor protein (yotiao) 9

Mup2 major urinary protein 2

g2 UDP-glucose pyrophosphorylase 2

Sk22a23 solute carrierfamily 22, member 23

21p369 ainc finger protein 369

Femic fem-1 homolog ¢ (C.elegans)

Pred3 pentatricopeptide repeat domain 3

Mira11 MicroRNA 411

SKkc25a33  solute carrierfamily 25, member 33

sici6a7 solute carrierfamily 16 (monocarboxylic aci transporters), member
sic36al solute carrier family 36 (proton/amino acid symporter), member 1
Ublept ubiquitin-lke domain containing CTD phosphatase 1

roll EROLIke (5. cerevisia)

Tande1l  thioredoxin domain containing 11

cién2 daudin2

Jagn1 Jagunal homolog 1 (Orosophia)

Ao aldehyde oxidase 3

Dcafs DDBI and CULA associated factor S

Poplr7 protein phosphatase 1, regulatory (inibitor) subunit 7
chke choline kinase alpha

srpkt serine/arginine-rich protein specifi kinase 1

Fof Fas (TNFRSFS) binding factor 1

spsb3 splA/ryanodine receptor domain and SOCS box containing 3
Arhgap1s  Rho GTPase activating protein 18

ypavi cytochrome PaS0, family 4, subfamily v, polypeptide 3
Nudt21 nudix (nucleoside diphosphate linked moety X)-type motif 21
e cytochrome 450, family 2, subfamilyJ,polypeptide 9
Nat1s N-acetylransferase 15 (GCNS-related, putative)

Bcam basal cll adhesion molecule

Tysnd1 trypsin domain containing 1

Hdacs histone deacetylase 6

Med131 mediator complex subunit 13-ike

Rora RAR-related orphan receptor alpha

8 interferon regulatory factor &

Myof myoferlin

Hmges2  3-hydroxy-3-methylglutary-Coenzyme A synthase 2

Meafs MYST/Esal-associated factor 6

peli2 pellino 2

Ccdc90a colled-coil domain containing 90A

Setdlb SET domain containing 18

Gueyla2  guanylate cyclase 1,soluble, alpha 2

ML Maxinteracting protein 1

Mir1sa microRNA 192

Myeov2  myeloma overexpressed 2

Pm20dl peptidase M20 domain containing 1

Tmem1%9 transmembrane protein 199

Pox2 pre 8-cel leukemia transcription factor 2

Pagia platelet derived growth factor,alpha

Gedn glutaryl-Coenzyme A dehydrogenase

cyp2is cytochrome 4SO, family 2, subfamilyJ,polypeptide 5
Deunld3  DCNI, defective in cullin neddylation 1, domain containing 3 5. cere
lagap2 1Qmotif containing GTPase activating protein 2

Phech 3-phosphoglycerate dehydrogenase

cib complement component 1, subcomponent B

Alcam activated leukocyte cell adhesion molecule

Ne2f2 nuclear receptor subfamily 2, group F, member 2

sdrazel  shortchain dehydrogenase/reductase family 426, member 1
Cdknta cyclin-dependent kinase infibitor 1A (P21)

stod1 starch binding domain 1

Fami3sa  family with sequence similrity 135, member A

uspi1 ublguitinspecfc peptidase 11

BC024582  cDNA sequence BC024582
Tmemisdc transmembrane protein 184C

Mir376c microRNA 376¢
o Creactive protein, pentraxin-related

Teea3 transcription elongation factor A (sil), 3

Thnsi1 threonine synthase-like 1 (bacterial)

Tied2 TLC domain containing 2

Foxpl forkhead box P1

Fam69a family with sequence similarity 69, member A

Etnk2 ethanolamine kinase 2

Akr1c20 aldo-keto reductase family 1, member C20

Mal2 mal, T-celldifferentiation protein 2

Chehd10 coiled-coil-helix-coiled-coil-helix domain containing 10

BCO18242  cDNA sequence BCO18242
Tgoln1 trans-golgi network protein
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10399478 NM_145528
10606389 NM_029620
10598087 NM_027562
10542093 NM_026024
10523297 NM_001039394
10551803 NM_027913
10587150 NM_146251
10541354 NM_018796
10595404 NM_020026
10423049 NM_133732
10410973 NM_001114386
10598603 NM_178936
10530269 NM_007408
10398376 NM_207008
10398372 NM_031408
10449207 NM_011596
10388018 NM_172606
10479852 NM_009509
10360563 NM_153561
10415725 NM_145130
10466104 NM_023363
10525374 NM_024472
10538373 NM_199468
10438603 NM_010363
10398326 NM_024281
10534075 NM_001039519
10405779 NM_031256
10430474 NM_207655
10596072 NM_018763
10576391 NM_007421
10421648 NM_027384
10386636 NM_146119
10358982 NM_145496
10533720 NM_011169
10571444 NM_011375
10513061 NM_024433
10396831 NM_026179
10443027 NM_008512
10398422 NM_144807
10590060 NM_027777
10512251 NM_009354
10603425 NM_175270
10522368 NM_001081054
10449741 NM_146019
10416004 NM_178639
10397112 NM_007817
10540059 NM_019423
10520527 NR_029815
10405781 NM_001004174
10486722 NM_198414
10497276 NM_001081224
10399505 NM_008306
10590071 NM_029561
10538269 NM_023646
10453797 NM_009730
10409059 NM_007568
10491846 NM_175341
10362208 NM_026573
10542317 NM_172486
10554471 NM_133240
10386427 NM_027215
10345089 NM_001033201
10422022 NM_011509
10501860 NM_016870
10397364 NM_021893
10354868 NM_026013
10447036 NM_172442
10512030 NM_027570
10564573 AK040583
10361065 NM_172695
10572419 NM_177814
10547719 NM_027475
10462818 NM_031999
10548727 NM_001163700
10355639 NM_001009935
10599174 NM_199252
10416954 NM_025656
10598138 NM_194348
10593483 NM_133740
10462357 NM_138747
10564573 BC08S272
10361828 NM_021542
10531484 NM_133797
10398436 NM_008633
10398438 NM_027793
10407124 NM_175549
10603116 NR_029737
10551282 NM_025378
10484461 NM_009466
10354529 NM_001164607
10423333 NM_026362
10501699 NM_011874
10468909 NM_178655
10371321 NM_007930
10500011 NM_001033432
10407803 NM_026896
10480035 NM_010188
10451974 NM_008384
10604473 NM_007473
10478580 NM_013556
10456291 NM_007449
10389581 NM_033525
10360504 NM_010255
10436519 NM_133252
10527323 NM_001163628
10581518 NM_173864
10543785 NM_013853
10454105 NM_011241
10458589 NM_013541
10398354 NM_026368

(Gene_Symbol

Pxmp2
Atg13
Peolce2
Clec2g
Ube2t
Rab43
Ve
Prpla7
Eefib2
B3gaint1

Gene.Description

peroxisomal membrane protein 2
ATG13 autophagy related 13 homolog (5. cerevisiae)

procollagen C-endopeptidase enhancer 2

Citype lectin domain family 2, member g

ubiquitin-conjugating enzyme E2T (putative)

RABA3, member RAS oncogene family

von Willebrand factor C and EGF domains

patatin-like phospholipase domain containing 7

eukaryotic translation elongation factor 1 beta 2
UDP-GalNAC:betaGIcNAC beta 1,3-galactosaminyltransferase, polype

4931406CO7Rik RIKEN cDNA 4931406C07 gene

Nedda!
Tmems6
Plin2
oif773
Gigyf1
Atp6v0a2
Marché
Vil
Nudt6
Lpcat3
2ip788
Gltpd1
Zeches
Gstz1
Rebpl.
Gti2a2
Plekha3
Egir
chst2
Adssi1
Tett
Fam129b
Dak

Prir
stagals
Mtap
Abhds
up1
chptl
Pext
Tert
Ankrdss
asit
chd3
stxns
cyp2r2
Elovi2
Mir1gb-1
AAT6T197
Pagra
Prri6
Ndst1
Ndfip2
Dnaja3
Atrn

Btc
Mbni2
Upf3b
2fp677
Acots
Tmem147
Nebp1
Gm3258
Acsm3
cd27a
Dram2
obd
Ldhd
Plaa
e

£cd
Gpriszh
Nriha
Tanip
Uncoa
Sipt
Atg2a
prmt3
Nop2

Kenks.

neural precursor cell expressed, developmentally down-regulated ge
transmembrane protein 56

perilipin 2

olfactory receptor 773

‘GRB10 interacting GYF protein 1

ATPase, H+ transporting, lysosomal VO subunit A2
membrane-associated ring finger (C3HCA) 6

villn 1

nudix (nucleoside diphosphate linked moiety X)-type motif 6
Iysophosphatidylcholine acyltransferase 3

zinc finger protein 788

glycolipid transfer protein domain containing 1

zinc finger, CCHC domain containing 5

glutathione transferase zeta 1 (maleylacetoacetate isomerase)
ribosome binding protein 1

general transcription factor 1 A, 2

pleckstrin homology domain-containing, family A (phosphoinositide
epidermal growth factor receptor

carbohydrate sulfotransferase 2

‘adenylosuccinate synthetase like 1

tet oncogene 1

family with sequence similarity 129, member 8
dihydroxyacetone kinase 2 homolog (yeast)

prolactin receptor

ST3 beta-galactoside alpha-2,3-salyltransferase 5
methylthioadenosine phosphorylase

abhydrolase domain containing

low density ipoprotein receptor-related protein 1
choline phosphotransferase 1

peroxisomal biogenesis factor 1

telomerase reverse transcriptase

ankyrin repeat domain 56

glutaminyl-tRNA synthase (glutamine-hydrolyzing)-ike 1
chromodomain helicase DNA binding protein 3
siderofiexin 5

cytochrome P4S0, family 2, subfarily f, polypeptide 2
‘elongation of very long chain fatty acids (FEN1/Elo2, SURA/Elo3, yea
microRNA 19b-1

expressed sequence AA67197

progestin and adipoQ receptor family member X

proline rich 16

N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 1
Neddd family interacting protein 2.

Dnal (Hsp40) homolog, subfamily A, member 3

attractin

betacellulin, epidermal growth factor family member
muscleblind-fike 2

UPF3 regulator of nonsense transcripts homolog B (yeast)
zinc finger protein 677

acyl-CoA thioesterase 8

transmembrane protein 147

nuclear cap binding protein subunit 1

predicted gene 3258

acyl-CoA synthetase medium-chain family member 3
D274 antigen

VDNA-damage regulated autophagy modulator 2

deltex 4 homolog (Drosophila)

lactate dehydrogenase D

phospholipase A2, activating protein
ELKS/RABG-nteracting/CAST family member 2
ecdysoneless homolog (Drosophila)

G protein-coupled receptor 1378

nuclear receptor subfamily 1, group H, member 4
thioredoxin interacting protein

unc-93 homolog A (C. elegans)

survival of motor neuron protein interacting protein 1
ATG2 autophagy related 2 homolog A (5. cerevisiae)
protein arginine N-methyltransferase 3

NOP2 nucleolar protein homolog (yeast)

potassium channel, subfamily K, member 5

4833439L19Rik RIKEN cDNA 4833439119 gene

Mtapd.
Amtn
Robo2
Mir20a
Ifitm3,
Ugdh
Maf1

microtubule-associated protein 4
amelotin

roundabout homolog 2 (Drosophila)
microRNA 208

interferon induced transmembrane protein 3
UDP-glucose dehydrogenase

MAF1 homolog (. cerevisiae)

5033414DO2Rik RIKEN cDNA 5033414D02 gene

Psmed
Ank2
Encl
Heca
Med27
Fegr3
Inpp1
Agp7
Hort
Ang2
Npnt
Gamt
Tram2
Lyrms
Gms077
Abci2
Rangapl
Gstpl.

proteasome (prosome, macropain) 265 subunit, ATPase, 4
ankyrin 2, brain

ectodermal-neural cortex 1

headcase homolog (Drosophila)

mediator complex subunit 27

e receptor, G, low affinity I

inositol polyphosphate-1-phosphatase

aquaporin 7

hypoxanthine guanine phosphoribosy transferase:
angiogenin, ribonuclease A family, member 2
nephronectin

guanidinoacetate methyltransferase

translocating chain-associating membrane protein 2
LYR motif containing 5

predicted gene 5077

ATP-binding cassette, sub-family F (GCN20), member 2
RAN GTPase activating protein 1

glutathione S-transferase, pi 1

5830433M19Ril RIKEN cDNA 5830433M19 gene
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10398402 NM_001004361

10416952
10524369
10469581
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10531051
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10422748
10467258
10347364
10595081
10501622
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10563597
10496494
10369481
10564573
10561343
10345087
10481518
10430593
10361091
10454113
10470014
10398412
10376201
10606366
10371332
10599696
10388033
10578515
10425287
10398442
10498053
10530201

NM_018887
NM_027227
NM_023245
NM_146005
NM_175236
NM_172694
NM_013806
NM_011817

NM_001080815

NM_013866
NM_133673

NM_001099303

NM_015755
NM_177670
NM_011834
NM_008537

ENSMUST0000008:

NM_009849
NM_133829
NM_201607
BC023444

NM_025517
NM_026276
NM_007945
NM_010917

NM_001128198

NM_053122
NM_031367
NM_008615
NM_198021
NM_028365
NM_026891
NM_009061
NM_008998
NM_021390

10572928 NM_001162869

10565786
10466938
10542731
10349634
10425283
10415431
10398408
10568332
10587829

NM_011150
8C117077

NM_145365
NM_027038
NM_053273
NM_145615
NM_130892
NM_178607
BC019471

10349932 NM_001033041

10453256
10420503
10382393
10416958
10398440
10508829
10502816
10555297
10365769
10542028
10524973
10416956
10398384
10510473
10398388
10398019
10595657
10460831
10458704
10557300

NM_009040
NM_027153
NM_025808
NM_144520
NM_183423
NM_023184
NM_130452
NM_008480
NR_029769
NM_0011710:
NM_013464
NM_018798
NM_023141
NM_007437
NM_008773
NM_019744
NM_011943

NM_001081345

NM_146554
NM_199016

10404840 NM_001034878

10569429
10407159
10411226
1051659
10398382
10493494
10369567
10404595
10366546
10386020
10450369
10402368
10376366
10526735
10494114
10416800
10383502
10483667
10428796
10517689
10496077
10405303
10496015
10366266
10410695
10446063
10363350
10396952
10500327
10515003
10398350
10403664
10557853
10361075
10436500
10352125
10375677
10425507
10345580
10478066
10360454
10397054
10545045
10389231
10398428

NM_011816
NM_011529
NM_011894
NM_130864
NM_007795
NM_177343
NM_008652
NM_010207
NM_028821
NM_080795

NM_001037955

NR_001460
NM_019702
NM_019413

NM_001033264

NR_029770
NM_029413

NM_001163473

NR_030263
NM_175217
BC034269
NM_013484
NM_134246
NM_029898
NM_007974
NM_012033
NM_184109
NR_030437
NR_029762
NM_194333
NM_008594
NM_175692
NM_177580
NM_026646

NM_001033364

NM_134090
NM_015764
NR_029913
NM_008681
NR_029651
NM_177704
NM_019790
NM_0010427¢
NM_011315
NM_153170
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(Gene_Symbol

- Descripti
Polrie i E—

ig Tricfused gene
5730494M16Ril RIKEN cDNA 5730494M16 gene

Cyp3gal cytochrome P4S0, family 39, subfamily 3, polypeptide 1
Glods. glyoxalase domain containing 5

Palmd palmdelphin

Ank3 ankyrin 3, epithelial

Adhfe1 alcohol dehydrogenase, iron containing, 1

Megfo multiple EGF-like-domains 9

Abcc2 ATP-binding cassette, sub-family C (CFTR/MRP), member 2
Gadddsg  growth arrest and DNA-damage-inducible 45 gamma
Gipr gastricinhibitory polypeptide receptor

Zip3ssa  finger protein 385A

Torlb, torsin family 1, member 8

Fam1s9a  family with sequence similarity 159, member A

Hunk hormonally upregulated Neu-associated kinase

Tmem69  transmembrane protein 69

Aadat aminoadipate aminotransferase

Amacr alpha-methylacyl-CoA racemase

Entpd2 ectonucleoside triphosphate diphosphohydrolase 2
Mfsd6 major facilitator superfamily domain containing 6

Pdedc phosphodiesterase 4C, AMP specific

Onecutt one cut domain, family member 1

Rtcdl RNA terminal phosphate cyclase domain 1

Aasdhppt v
Epss epidermal growth factor receptor pathway substrate 8
Nid1 nidogen 1

Vpsizd vacuolar protein sorting 13 D (yeast)

Immp2! IMP2 inner mitochondrial membrane peptidase-like (5. cerevisiae)
28 histocompatibilty 28

Mel ‘malic enzyme 1, NADP(+)-dependent, cytosolic

scyiz SCY1-ike 2 (5. cerevisiae)

2fp839 zinc finger protein 839

Cdan1 congenital dyserythropoietic anemia, type | (human)

Rgs2 regulator of G-protein signaling 2

Rab17 RAB17, member RAS oncogene family

sall1 sallike 1 (Drosophila)

Rabl1fip3  RAB11 family interacting protein 3 (class I)

Lgals3bp lectin, galactoside-binding, soluble, 3 bin
1810027010Rik RIKEN CONA 1810027010 gene
Creb3i3 CAMP responsive element binding protein 3-ike 3

1700012807Rik RIKEN CONA 1700012807 gene

Tyh2 tweety homolog 2 (Drosophila)

Etfa electron transferring flavoprotein, alpha polypeptide

Rtndip1 reticulon 4 interacting protein 1

Rnf24 ring finger protein 24

1810055GO2Rik RIKEN CDNA 1810055G02 gene.

Acmsd amino carboxymuconate semialdehyde decarboxylase

Rdh16 retinol dehydrogenase 16

pir pirin

Latrl leucine-zipper-like transcriptional regulator, 1

Sec1ai2 SEC14-1ike 2 (5. cerevisiae)

Pla2gi2a  phospholipase A2, group XIIA

Kif15 Kruppellike factor 15

Bboxt butyrobetaine (gamma), 2-oxoglutarate dioxygenase 1 [gamma-buty
Lamal laminin, alpha 1

Mir340 microRNA 340

Mta3 metastasis associated 3

Ahr aryl-hydrocarbon receptor

Ubaln2 ubiquilin 2

Torda torsin family 3, member A

Aldh3a2 aldehyde dehydrogenase family 3, subfamily A2

Pay2 purinergic receptor P2Y, G-protein coupled 2

Neoad nuclear receptor coactivator 4

Map2ks mitogen-activated protein kinase kinase 6

chd2 chromodomain helicase DNA binding protein 2

OIfr803 olfactory receptor 803

Enppa ectonucleotide pyrophosphatase/phosphodiesterase 4

Dnaic2 dynein, axonemal, intermediate chain 2

G3bp2 GTPase activating protein (SH3 domain) binding protein 2

Tank TRAF family member-associated Nf-kappa B activator

Sh3bps SH3-domain binding protein 5 (BTK-associated)

Acaala acetyl-Coenzyme A acyltransferase 1

a1 cardiotrophin 1

Camk1d calcium/calmodulin-dependent protein kinase ID

Mybl2 myeloblastosis oncogene-like 2

Ffr2 fibroblast growth factor receptor 2

Dnalc dynein, axonemal,light chain 1

2 ligand of numb-protein X 2

Dusp22 dual specifcity phosphatase 22

Rmrp RNA component of mitochondrial RNAase P

Hbs1l Hbsl-like (5. cerevisiae)

Robol roundabout homolog 1 (Drosophila)

Gls2 glutaminase 2 (liver, mitochondrial)

Mir3a1 microRNA 341

Morct microrchidia 4

1810010H24Rik RIKEN CONA 1810010H24 gene

Mirsa1 MicroRNA 541

Mmd2 monocyte to macrophage differentiation-associated 2

BCO21614  CDNA sequence BC021614

3 complement component 2 (within H-25)

Acot3 acyl-CoA thioesterase 3

Ankrdss ankyrin repeat domain 55

Farl1 coagulation factor I (thrombin) receptor-lke 1

Tinag tubulointerstital nephritis antigen

RilL retrotransposon-like 1

Mira96 microRNA 496

Mir329 microRNA 329

sic23a3 solute carrier family 23 (nucleobase transporters), member 3
Mfge8 milk fat globule-EGF factor 8 protein

Snhg11 small nucleolar RNA host gene 11

Baiap212 BAIl-associated protein 2-ike 2

sic2sa22 solute carrier family 25 (mitochondrial carrier, glutamate), member
cdhr2 cadherin-related family member 2

Kdelr3 KDEL (Lys-Asp-Glu-Leu) endoplasic reticulum protei
Greb1 gene regulated by estrogen in breast cancer protein
Mir409 microRNA 409

Ndrg1. N-myc downstream regulated gene 1

Mir300 microRNA 300

sytls synaptotagmin-like 5

Tmeff2 transmembrane protein with EGF-like and two follistatin-like domait
sic22a18 solute carrier family 22 (organic cation transporter), member 18
Saa3 serum amyloid A3

Sle36a2 solute carrier family 36 (proton/amino acid symporter), member 2
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(0 NCBi_Accession  Gene_Symbol Gene.Descripth

10586971 NM_022811 Polre polymerase (RNA) I polypeptide £
10420497 NM_019678 Tig Tricfused gene

10398402 NM_001004361  5730494M16Ril RIKEN CDNA 5730494M16 gene

10416952 NM_018887 Cyp3gal cytochrome P4S0, family 39, subfamily 3, polypeptide 1
10524369 NM_027227 Glods. glyoxalase domain containing 5

10469581 NM_023245 Palmd palmdelphin

10354418 NM_146005 Ank3 ankyrin 3, epithelial

10530278 NM_175236 Adhfe1 alcohol dehydrogenase, iron containing, 1

10531051 NM_172694 Megfo multiple EGF-like-domains 9

10398432 NM_013806 Abcc2 ATP-binding cassette, sub-family C (CFTR/MRP), member 2
10422748 NM_011817 Gadddsg  growth arrest and DNA-damage-inducible 45 gamma
10467258 NM_001080815  Gipr gastricinhibitory polypeptide receptor

10347364 NM_013866 Zip3ssa  finger protein 385A

10595081 NM_133673 Torlb, torsin family 1, member 8

10501622 NM_001099303  Famis9a family with sequence similarity 159, member A
10551226 NM_015755 Hunk hormonally upregulated Neu-associated kinase
10563597 NM_177670 Tmem69  transmembrane protein 69

10496494 NM_011834 Aadat aminoadipate aminotransferase

10369481 NM_008537 Amacr alpha-methylacyl-CoA racemase

10564573 ENSMUSTO000008:

10561343 NM_009849 Entpd2 ectonucleoside triphosphate diphosphohydrolase 2
10345087 NM_133829 Mfsd6 major facilitator superfamily domain containing 6
10481518 NM_201607 Pdedc phosphodiesterase 4C, AMP specific

10430503 BC023444 Onecutt one cut domain, family member 1

10361091 NM_025517 Rtcdl RNA terminal phosphate cyclase domain 1

10454113 NM_026276 Aasdhppt v heinyl t
10470014 NM_007945 Epss epidermal growth factor receptor pathway substrate 8
10398412 NM_010917 Nid1 nidogen 1

10376201 NM_001128198  Vps13d vacuolar protein sorting 13 D (yeast)

10606366 NM_053122 Immp2l IMP2 inner mitochondrial membrane peptidase-like (5. cerevisiae)
10371332 NM_031367 28 histocompatibilty 28

10599696 NM_008615 Mel ‘malic enzyme 1, NADP(+)-dependent, cytosolic
10388033 NM_198021 scyiz SCY1-ike 2 (5. cerevisiae)

10578515 NM_028365 2fp839 zinc finger protein 839

10425287 NM_026891 Cdan1 congenital dyserythropoietic anemia, type | (human)
10398442 NM_009061 Rgs2 regulator of G-protein signaling 2

10498053 NM_008998 Rab17 RAB17, member RAS oncogene family

10530201 NM_021390 sall1 sallike 1 (Drosophila)

10572928 NM_001162869  Rabi1fip3  RABL1family interacting protein 3 (class Il

10565786 NM_011150 Lgals3bp lectin, galactoside-binding, soluble, 3 binding protein
10466938 BC117077 1810027010Rik RIKEN CONA 1810027010 gene

10542731 NM_145365 Creb3i3 CAMP responsive element binding protein 3-ike 3
10349634 NM_027038 1700012807Rik RIKEN CONA 1700012807 gene

10425283 NM_053273 Tyh2 tweety homolog 2 (Drosophila)

10415431 NM_145615 Etfa electron transferring flavoprotein, alpha polypeptide
10398408 NM_130892 Rendip1 reticulon 4 interacting protein 1

10568332 NM_178607 Rnf24. ring finger protein 24

10587829 BC019471 1810055GO2Rik RIKEN CDNA 1810055G02 gene.

10349932 NM_001033041  Acmsd amino carboxymuconate semialdehyde decarboxylase
10453256 NM_009040 Rdh16 retinol dehydrogenase 16

10420503 NM_027153 Pir pirin

10382393 NM_025808 Latrl leucine-zipper-like transcriptional regulator, 1
10416958 NM_144520 Sec1ai2 SEC14-like 2 (5. cerevisiae)

10398440 NM_183423 Pla2gi2a  phospholipase A2, group XIIA

10508829 NM_023184 Kif15 Kruppellike factor 15

10502816 NM_130452 Bboxt butyrobetaine (gammal, 2-oxoglutarate dioxygenase 1 (gamma-buty
10555297 NM_008480 Lamal laminin, alpha 1

10365769 NR_029769 Mir340 microRNA 340

10542028 NM_001171052  Mita3 metastasis associated 3

10524973 NM_013464 Ahr aryl-hydrocarbon receptor

10416956 NM_018798 Ubaln2 ubiquilin 2

10398384 NM_023141 Tor3a torsin family 3, member A

10510473 NM_007437 Aldh3a2 aldehyde dehydrogenase family 3, subfamily A2
10398388 NM_008773 Pary2 purinergic receptor P2Y, G-protein coupled 2

10398019 NM_019744 Neoad nuclear receptor coactivator 4

10595657 NM_011943 Map2ks mitogen-activated protein kinase kinase 6

10460831 NM_001081345  Chd2 chromodomain helicase DNA binding protein 2
10458704 NM_146554 OIfr803 olfactory receptor 803

10557300 NM_199016 Enppa ectonucleotide pyrophosphatase/phosphodiesterase 4
10404840 NM_001034878  Dnaic2 dynein, axonemal, intermediate chain 2

10569429 NM_011816 G3bp2 GTPase activating protein (SH3 domain) binding protein 2
10407159 NM_011529 Tank TRAF family member-associated Nf-kappa B activator
10411226 NM_011894 Shabps SH3-domain binding protein 5 (BTK-associated)
10516596 NM_130864 Acaala acetyl-Coenzyme A acyltransferase 1

10398382 NM_007795 a1 cardiotrophin 1

10493494 NM_177343 Camk1d calcium/calmodulin-dependent protein kinase ID
10369567 NM_008652 Mybl2 myeloblastosis oncogene-like 2

10404595 NM_010207 Fgfr2 fibroblast growth factor receptor 2

10366546 NM_028821 Dnalc dynein, axonemal,light chain 1

10386020 NM_080795 2 ligand of numb-protein X 2

10450369 NM_001037955  Dusp22 dual specifcity phosphatase 22

10402368 NR_001460 Rmrp RNA component of mitochondrial RNAase P

10376366 NM_019702 Hostl Hbsl-like (5. cerevisiae)

10526735 NM_019413 Robol roundabout homolog 1 (Drosophila)

10494114 NM_001033264  Gls2 glutaminase 2 (liver, mitochondrial)

10416800 NR_029770 Mir3a1 microRNA 341

10383502 NM_029413 Morct microrchidia 4

10483667 NM_001163473  1810010K24Rik RIKEN cONA 1810010H24 gene

10428796 NR_030263 Mirsa1 MicroRNA 541

10517689 NM_175217 Mmd2 monocyte to macrophage differentiation-associated 2
10496077 BC034269 BCO21614  CDNA sequence BC021614

10405303 NM_013484 =] complement component 2 (within H-25)

10496015 NM_134246 Acot3 acyl-CoA thioesterase 3

10366266 NM_029898 Ankrdss ankyrin repeat domain 55

10410695 NM_007974 Farl1 coagulation factor I (thrombin) receptor-lke 1
10446063 NM_012033 Tinag tubulointerstital nephritis antigen

10363350 NM_184109 Rti1 retrotransposon-ike 1

10396952 NR_030437 Mira96 microRNA 496

10500327 NR_029762 Mir329 microRNA 329

10515003 NM_194333 sic23a3 solute carrier family 23 (nucleobase transporters), member 3
10398350 NMM_008594 Mfge8 milk fat globule-EGF factor 8 protein

10403664 NM_175692 Snhg11 small nucleolar RNA host gene 11

10557853 NM_177580 Baiap212 BAIl-associated protein 2-ike 2

10361075 NM_026646 sic2sa22 solute carrier family 25 (mitochondrial carrier, glutamate), member
10436500 NM_001033364  Cdhr2 cadherin-related family member 2

10352125 NM_134090 Kdelr3 KDEL (Lys-Asp-Glu-Leu) endoplasic reticulum protein retention rec
10375677 NM_015764 Greb1 gene regulated by estrogen in breast cancer protein
10425507 NR_029913 Mir409 microRNA 409

10345580 NM_008681 Ndrg1. N-myc downstream regulated gene 1

10478066 NR_029651 Mir300 microRNA 300

10360454 NM_177704 sytls synaptotagmin-like 5

10397054 NM_019790 Tmeff2 transmembrane protein with EGF-like and two follistatin-like domait
10545045 NM_001042760  Slc22a18 solute carrier family 22 (organic cation transporter), member 18
10389231 NM_011315 Saa3 serum amyloid A3

10398428 NM_153170 Slc36a2 solute carrier family 36 (proton/amino acid symporter), member 2
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Affymetr_1D  NCBI_Accession  Gene_Symbol

10542656 NM_011402 sle3da2
10576728 NM_134144 Cyp2cs0
10419034 NM_001081141  Gabbr2
10561356 NR_029881 Mir3g0
10429329 NR_029883 Mir3g2
10403511 NR_029878 Mir377
10509049 NM_008645 Mugl
10564573 ENSMUSTO0000082 -
10424245 NR_027619 Mug-ps1
10397627 NM_030687 Sicotad.
10448232 NM_008768 orm1
10534303 NM_012006 Acot1

Gene.Description

solute carrier family 34 (sodium phosphate), member 2
cytochrome 450, family 2, subfamily c, polypeptide 50
‘gamma-aminobutyric acid (GABA) B receptor, 2
microRNA 380

microRNA 382

microRNA 377

murinoglobulin 1

murinoglobulin, pseudogene 1

solute carrier organic anion transporter family, member 1ad
orosomucoid 1

acyl-CoA thioesterase 1
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Down in both KO fetuses and pups.
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Pvalue Description
420E13 Peroxisome

LO1E-11 Genes annotated by the GO term GO:0006810.T
L0SE-11 Genes annotated by the GO term GO:0051234.T
413608 Genes annotated by the GO term G0:0046307.
5.716.08 Genes nvolved in Transmembrane transport of
66008 Genes annotated by the GO term G0:0051645.T
117607 Genes annotated by the GO term GO:0051641.T
287607 Genes annotated by the GO term 60000696, A
110E.06 Genes annotated by the GO term GO:0006631.T
1.286-06 Genes annotated by the GO term GO:0043283.T
200615 Peroxisome

234612 Genes annotated by the GO term 60:0019395.
877611 Genes annotated by the GO term 60:0044242. T
1.246-10 Genes annotated by the GO term GO:0006635.T
1.356-10 Genes annotated by the GO term GO:0016042.T
1.22€.09 Mechanism of Gene Regulation by Peroxisome P
L48E.09 Genes annotated by the GO term GO:0044255.T
1876:09 Genes annotated by the GO term GO:0006631. T
782608 Genes annotated by the GO term 60:000625.
1.036.08 Genes annotated by the GO term GO:0032787.T
202€09 Genes involved in Metabolsm o lpds and ipopt
L85E:07 Genes invoved inLpid digestion, mobilzation, &
295607 Genes nvolved in Transmembrane transport of s
93907 Genes involved n ABCA transporters i ipid hom
680806 Genes involved n ABC familyproteins mediated
L4SE.05 ABC transporters

212605 Genes annotated by the GO term 60:0043066. A
218605 Genes annotated by the GO term G0:0043069. A
263605 Genes annotated by the GO term G0:0006625.
3.306.05 Genes nvolved inFatty acid, triacylglycerol, and|
24014 Genes involved in Metabolsm o lpds and iops
7.95€-11 Genes annotated by the GO term G0:0007165. T
663603 Genes involved in Fatty acd, triacylgiycerol, and|
1.276.08 Genes annotated by the GO term GO:0006629.T
23808 peroxisome

403808 Genes involved in Metabolism of amino acids anc
138E.07 Genes annotated by the GO term GO:0019752.T
1536.07 Genes annotated by the GO term GO:0006082.T
1.58E:07 Genes annotated by the GO term GO:0006139.T

250807 Lysine degradation

1116-16 Genes invaved in Cholesteral blosynthesis
1116:16 Genes invaved in Metabolismof ids and popi
384613 Genes annotated by the GO term 600044255, T
531612 Genes annotated by the GO term G0:0006625. T
280611 Terpenoid backbone biosynthesis

L4SE.08 Steroid iosynthesis

330607 Genes involved inFatty acd, triacyliycerol, and|
334607 Genes annotated by the GO term G0:0006066.
463607 Genes annotated by the GO term 60:0019752. T

4.95E-07 Genes annotated by the GO term GO:0006082. T
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Affymetrix_ID NCBI_Accession  Gene_Symbol

Gene.Description
10560131 NM_145823 Pitpnel phosphatidylinositol transfer protein, cytoplasmic 1
10407435 NM_008342 Igfbp2 insulin-like growth factor binding protein 2
10373192 NM_019571 Tspans tetraspanin 5

10575349 NM_033606 Daxt DEAQRNA-dependent ATPase

10526169 NM_013703 Vidie Very low density lipoprotein receptor

10447056 NM_009812 casp8 caspase 8

10589076 NM_015729 Acoxt acyl-Coenzyme A oxidase 1, palmitoyl

10574598 NM_007962 Mpzl2 myelin protein zero-like 2

10390860 NM_010043 Des desmin

10382532 NM_172563 HIf hepatic leukeia factor

10420935 NM_009949 cpt2 carnitine palmitoyltransferase 2

10347277 NM_001135192  Asap2 ArGAP with SH3 domain, ankyrin repeat and PH domain 2
10506301 NM_145491 Rhog ras homolog gene family, member Q

10585010 BC151018 'A430107013Rik RIKEN cDNA A430107013 gene

10508887 NR_028121 4930583H14Rik RIKEN cONA 4930583H14 gene

10551626 NM_174848 Crybg3 beta-gamma crystallin domain containing 3
10411774 NM_022417 tmac integral membrane protein 2C

10478326 NM_010079 Dsgla desmoglein 1 alpha

10423011 NM_021548 Arpp19 CAMP-regulated phosphoprotein 19

10427624 NM_053100 Trimg tripartite motif-containing 8

10496466 NM_009217 sstr2 somatostatin receptor 2

10423002 NM_009441 Tte3 tetratricopeptide repeat domain 3

10468762 NM_175324 Acad1 acyl-Coenzyme A dehydrogenase family, member 11
10371796 NM_025558 cybsb eytochrome bs type B

10544932 NM 001127346 Naufaf2
10564573 ENSMUSTO000009€ —
10367215 NM_001113283  BC031353
10495820 NM_001168541  Tsku

NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, assembly f:
€DNA sequence BC031353
tsukushin

10606948 NM_026866 Displ dispatched homolog 1 (Drosophila)

10436804 NM_133200 P2ry14. purinergic receptor P2Y, G-protein coupled, 14

10505200 NM_153560 Fam102a  family with sequence similarity 102, member A

10535714 NM_009395 Tnfaipl tumor necrosis factor, alpharinduced protein 1 (endothelial)
10565727 NM_019699 Fads2 fatty acid desaturase 2

10351857 NM_001001984  Kdm2a Iysine (K)-specific demethylase 24

10373334 NM_175485 Prig protogenin homolog (Gallus gallus)

10570741 NM_153178 Eif2c2 eukaryotic translation initiation factor 2C, 2

10373515 NM_177646 Dgkd diacylglycero kinase, delta

10550163 NM_144789 Prdm1s PR domain containing 15

10418747 NM_007940 Ephx2 epoxide hydrolase 2, cytoplasmic

10527487 NM_139292 Reeps 6

10585015 NM_023526 Nkiras1 i Ras-like protein 1

10514532 NM_008368 n2rb interleukin 2 receptor, beta chain

10516765 NM_009723 Atp2b2 ATpase, Ca++ transporting, plasma membrane 2

10414537 NM_026438 Ppal pyrophosphatase (inorganic) 1

10447786 NM_016797 57 syntaxin 7

10397166 NM_133911 Gpr1zs G protein-coupled receptor 125

10407456 NM_172621 clics chloride intracellular channel 5

10431697 NM_023041 Pex19 peroxisomal biogenesis factor 19

10481634 NM_007474 Aaps aquaporin 8

10474028 NM_007450 Slc25a4 solute carrier family 25 (mitochondrial carrier, adenine nucleotide tr
10372208 NM_030266 Inppda inositol polyphosphate-4-phosphatase, type |

10501734 NM_019993 Aldhgal aldehyde dehydrogenase 9, subfamily AL

10576840 NM_027906 1300010F03Rik RIKEN CONA 1300010F03 gene

10563191 NM_001114665  Fnbp1! formin binding protein 1-like

10420362 NM_021296 Grpel2 GrpE-like 2, mitochondrial

10574488 NM_027878 Dram1 DNA-damage regulated autophagy modulator 1

10580635 NM_178644 oaf OAF homolog (Drosophila)

10440186 NM_016867 Gipc2 GIPC PDZ domain containing family, member 2

10423005 NM_153158 E130308A19Rik RIKEN CDNA E130308A19 gene

10535698 NM_146065 Atf7 activating transcription factor 7

10416071 NM_028593 Cybrd1 cytochrome b reductase 1

10428439 NM_008063 Slcazad. solute carrier family 37 (glucose-6-phosphate transporter), member
10351035 NM_009320 Sic6a6 Solute carrier family 6 (neurotransmitter transporter, taurine), mem!
10597592 NM_025311 D14Ertdd49  DNA segment, Chr 14, ERATO Doi 449, expressed

10408838 NM_153574 Fam13a family with sequence similarity 13, member A

10528102 NM_001081322  MyoSc
10351039 NM_001081326  Agl
10351533 NM_010231  Fmol
10501832 NM_172152  Slc24as
10564573 ENSMUST0000009¢ —
10435733 NM_001135151  Sic39a14

10360053 NM_027534 Kdsr
10556769 NM_010361 Gstt2
10585467 NM_001113209  Nfib
10499329 NR_002321 Tugl
10564573 ENSMUSTO000008E —
10462603 NM_026742 Ndufafa
10513455 NM_008453 Kif3

10547633 NM_001114609  Ino80d

myosin VC
amylo-1,6-glucosidase, 4-alpha-glucanotransferase

flavin containing monooxygenase 1

solute carrier family 24 (sodium/potassium/calcium exchanger), mei
solute carrier family 39 (zinc transporter), member 14
3-ketodihydrosphingosine reductase

glutathione S-transferase, theta 2

nuclear factor I/8.

taurine upregulated gene 1

NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, assembly f;
Kruppel-like factor 3 (basic)
INOBO complex subunit D

10544573 NM_001173500  G630090E17Rik RIKEN CDNA GG30090E17 gene.

10385504 NM_011835 Katnal
10535683 NM_001025375  Wdr61
10535704 NM_019961 Ped
10556701 NM_013898 Timm8al
10513437 NM_023595 Dut
10467400 NM_028493 Rhobtb3
10451953 NM_153594 Pemtd2
10583732 NM_016685 Ccomp
10485700 NM_008708 Nmt2
10584580 NR_030272 Mir369
10584576 NM_027394 Ube2cbp
10407209 ENSMUST00000101 Tra2a
10571891 NM_016892 Ces
10523547 NM_001012310  Slc25a47
10496605 NM_172580 Acots,
10461735 NM_010821 Mpegl
10605797 NM_016905 Galk1
10373197 NM_207221 Imjdic
10492709 NM_010332 Ednra
10580622 NM_010137 Epas1

10595070 NM_001013375  Utp18
10451943 NM_001005341  Ypel2

10519354 BC113767 Fam198a
10512892 NM_001033463  Tatdn2
10357191 NM_145558 Hadhb
10429140 NM_001083628  Greb1!
10575153 NM_019946 Mgst1
10539894 NM_008359 17ra
10580678 AK161656 Taf1d

10513512 NM_007800 Ctsg.

Katanin p60 (ATPase-containing) subunit A1

WD repeat domain 61

peroxisomal biogenesis factor 3

translocase of inner mitochondrial membrane 8 homolog a1 (yeast)
deoxyuridine triphosphatase

Rho-related T8 domain containing 3

protein-L-isoaspartate (D-aspartate) O-methyltransferase domain co
cartilage oligomeric matrix protein

N-myristoyltransferase 2.

microRNA 369

ubiquitin-conjugating enzyme E2C binding protein

transformer 2 alpha homolog (Drosophila)

copper chaperone for superoxide dismutase

solute carrier family 25, member 47

acyl-CoA thioesterase 6

macrophage expressed gene 1

galactokinase 1

jumonji domain containing 1C

endothelin receptor type A

endothelial PAS domain protein 1

UTP18, small subunit (SSU) processome component, homolog (yeas!
Yippee-like 2 (Drosophila)

family with sequence similarity 198, member A

TatD DNase domain containing 2

hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme A th
‘growth regulation by estrogen in breast cancer-like:

microsomal glutathione S-transferase 1

interleukin 17 receptor A

TATA box binding protein (Tbp)-associated factor, RNA polymerase |
cathepsin G
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(Gene_Symbol

Idh3a
Onecut2
Stag2
Bel2111
Famdsa

Gene.Description
isocitrate dehydrogenase 3 (NAD+) alpha

‘one cut domain, family member 2

stromal antigen 2

BCL2-fike 11 (apoptosis faciltator)

family with sequence similarity 46, member A

A230046K03Rik RIKEN cCDNA A230046K03 gene

Git2gd2
Fndc3a

Gmags2
Hpsd
sgk2
Ihh
Nisch

10564573 GENSCANO0000042 —

10360684 NM_007924
10456248 NM_026178
10560644 NM_013495
10591022 NM_145370
10587880 NM_023465
10513467 NM_009790
10347748 NM_010638
10513504 NM_029865
10517250 NM_009770
10378893 NM_182841
10351045 NM_001102404
10443898 NM_178758
10556244 NM_176993
10505894 NM_025882
10395414 NM_009750
10513497 NM_001013770
10531994 NM_027862
10359181 NM_175414
10525016 NM_178661
10511375 NM_133649
10591022 NM_0011778
10587077 NM_009003
10385533 NM_008513
10405211 NM_025337
10467921 NM_011535
10502772 NM_028404
10498350 BC120577
10573675 NM_008254
10527934 NM_027432
10385518 NM_178362
10348702 NM_027109
10552418 NM_019933
10372177 NM_172541
10462881 NM_025910
10598638 NR_029564.
10531544 BCO13506
10418198 NM_010706
10383192 NM_133928
10542615 NM_023409
10418210 NM_033314
10483150 NM_011656
10417798 NM_182930
10465895 NM_025371
10574607 NM_026367
10519607 NM_054102
10368700 NM_001162999
10434778 NM_020575
10488010 NM_001163754
10371811 BC024332
10526277 NM_145537
10580663 NM_019580
10354521 NM_017462
10514933 NM_173763
10385872 NM_001113373
10481474 NM_028228
10438405 NM_031197
10601844 NM_026779
10452404 NM_145444
10353438 NM_015794
10373912 NM_181072
10452419 NM_001114339
10523021 NR_027971
10509137 NM_175177
10503659 NM_177318
10594501 NM_009205
10587503 NM_172953
10580510 NM_008756
10502801 NM_029628
10371054 NM_011494
10560111 NM_139272
10558673 NM_001164361
10469923 NM_029857
10499160 NM_173011
10447904 NM_024225
10397158 NM_018789
10349580 NM_183029
10415875 NM_028138
10383233 NM_030253
10434925 NM_028320
10417813 BC104372
10509596 NM_145570
10372069 NM_029321
10344817 NM_024178
10361246 NM_010550
10371379 NM_011854
10462091 NM_001161765
10607832 NM_001164763
10439766 NM_013847
10531980 NM_031391
10564573 AK083183
10443463 NM_001102414
10385361 NM_009856
10566578 NM_144893

H

Ell

Mmd
Cptla
Gpst
Ctanbip1
Calm1
Kif9
Ocell
Bg3
Tmem1soc
AcpS
Acsm5
Mpzi3
Poled
Nefrap1
Lipol
Atpsh
Tspang
Creb32
Slc12a6
Gpst
Rabda
Lrps
Akr7as
Tox3.
Topimt
Famg3b
Hmgel
Wdr77
Sorbs1
Dnasell1
Ptond
‘Tmem120a

Mir1sa

glycosyltransferase 28 domain containing 2
fibronectin type Il domain containing 3A
phosphoinositide-3-kinase adaptor protein 1

RABY, member RAS oncogene family

solute carrier family 22 (organic cation transporter), member S
chymotrypsin-fike elastase family, member 1

kelch-like 13 (Drosophila)

predicted gene 4952

Hermansky-Pudiak syndrome 4 homolog (human)
serum/glucocorticoid regulated kinase 2

Indian hedgehog

nischarin

elongation factor RNA polymerase

monocyte to macrophage differentiation-associated

camnitine palmitoyltransferase 1, liver

G protein pathway suppressor 1

catenin beta interacting protein 1

calmodulin 1

Kruppekike factor 9

occludin/ELL domain containing 1

Belltranslocation gene 3

transmembrane protein 150C

acid phosphatase 5, tartrate resistant

acyl-CoA synthetase medium-chain family member 5

myelin protein zero-like 3

polymerase (ONA-directed), epsilon 4 (p12 subunit)

nerve growth factor receptor (TNFRSF16) associated protein 1
lipase, member O1

ATP synthase, H+ transporting, mitochondrial FO complex, subunit d
tetraspanin 9

CAMP responsive element binding protein 3-ike 2

solute carrier family 12, member 6

G protein pathway suppressor 1

RABA4A, member RAS oncogene family

Tow density ipoprotein receptor-related protein 5

aldo-keto reductase family 7, member AS (aflatoxin aldehyde reduct
Tbox3

DNA topoisomerase 1, mitochondrial

family with sequence similarity 83, member 8
3+hydroxy-3-methylglutaryl-Coenzyme A lyase

WD repeat domain 77

sorbin and SH3 domain containing 1

deoxyribonuclease 1-like 1

protein tyrosine phosphatase, non-receptor type 4
transmembrane protein 120A

mycinduced nuclear antigen

microRNA 154

1700021F05Rik RIKEN cONA 170002105 gene

Lgalsd.
Chehda
Npc2
Slcozal
Tuftt
Plekhat
Ayl
Gpatch2
Ivnslabp
Fnip2
March?
Rab3gap2
Fam195a
Edem?
Gdel
Polg
cebl
Shank
pinx1
sica
Mocos
Acots
Foxl17
Myote
Pankl

Tectin, galactose binding, soluble 4
coiled-coil-helix-coiled-coil-helix domain contai
Niemann Pick type C2

solute carrier organic anion transporter family, member 2a1
tuftelin 1

pleckstrin homology domain containing, family A member 6
aminoacylase 1

 patch domain containing 2

influenza virus NS1A binding protein

folliculi interacting protein 2

membrane-associated ring finger (C3HCA4) 7

RAB3 GTPase activating protein subunit 2

family with sequence similarity 195, member A

ER degradation enhancer, mannosidase alpharlike 2
glycerophosphodiester phosphodiesterase 1

polymerase (DNA directed), gamma

cysteine conjugate-beta lyase 2

SH3/ankyrin domain gene 2

PIN2/TERF1 interacting, telomerase inhibitor 1

solute carrier family 2 (facilitated glucose transporter), member 2
molybdenum cofactor sulfurase

acyl-CoA thioesterase 5

F-box and leucine-rich repeat protein 17

myosin IE

pantothenate kinase 1

2610204622Rik RIKEN cONA 2610204622 gene

8dh1
2fp653
sle3al
Serpinas
ocn
Pppirdg
stk16
Galnt2
Plekhag
Tmeoa
1dh2
x5
Foxod
Igf2bp2
Thumpd2
Parp9.
Adiporl

3-hydroxybutyrate dehydrogenase, type 1
zinc finger protein 653

solute carrier family 3, member 1

serine (o cysteine) peptidase inhibitor, clade A, member 5

occludin

protein phosphatase 1, regulatory (inhibitor) subunit 36
serine/threonine kinase 16
UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosa
pleckstrin homology domain containing, family A (phosphoinositide
transmembrane and coiled-coil domains 4.

socitrate dehydrogenase 2 (NADP+), mitochondrial

sorting nexin 5

forkhead box 04

insulin-like growth factor 2 mRNA binding protein 2

THUMP domain containing 2

poly (ADP-ribose) polymerase family, member 9

adiponectin receptor 1

2410131K14Rik RIKEN CDNA 2410131K14 gene

Fami76a
T3
Algla
l1ra2
Oasi2
Fmos
Rarres1
Geat
Gtf2a1
slc2a9
cds3
Sle35c2

family with sequence similarity 176, member A
tetratricopeptide repeat domain 32

asparagine-linked glycosylation 14 homolog (yeast)

interleukin 11 receptor, alpha chain 2

25" oligoadenylate synthetase-like 2

flavin containing monooxygenase 5

retinoc acid receptor responder (tazarotene induced) 1

glycine C-acetyltransferase (2-amino-3-ketobutyrate-coenzyme A lig
general transcription factor I A, 1

solute carrier family 2 (facilitated glucose transporter), member 9
D83 antigen

solute carrier family 35, member C2
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