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Figure 5—figure supplement 3. Protein-protein interaction networks constructed from the 
cross-links identified in (A) E. coli and (B) C. elegans.
The labeling scheme is the same as described in Figure 5A except the node color. For E. coli, node 
color is set to orange if the protein was only identified in the whole-cell lysates, to yellow only 
identified in the ribo-free lysates, or to green if identified in both. There are 626 proteins in the E. coli 
network and 155 proteins in the C. elegans network.
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