Table 1 – source data 2  
Data collection and refinement statistics for endogenous-
ligand-bound CaSR ECD
	Functional State
	Active 

(10mM Ca2+)

	Crystal
	Form II

	Data collection
	

	Space group
	C2

	Wavelength (Å)
	1.4586

	Cell dimensions
	

	    a, b, c (Å)
	107.4, 127.6, 147.0

	(() 
	90.0, 108.1, 90.0

	Resolution (Å)
	79.7 – 2.7 (2.9 – 2.7)

	Rsym or Rmerge 
	0.051 (0.673)

	I / I
	12.0 (1.3)

	Completeness  (%)
	92.9 (73.8)

	Redundancy
	3.4 (3.3)

	CC1/2 (%)
	99.8 (85.4)

	
	

	Refinement
	

	Resolution (Å)
	38.8 – 2.7

	No. reflections
	42728

	Rwork / Rfree (%)
	20.9 / 23.4

	No. atoms
	

	    Protein
	8454

	    Ligand
	-

	    Water
	274

	B-factors (Å2)
	

	    Protein
	63.0

	    Ligand
	-

	    Water
	52.8

	R.m.s. deviations
	

	    Bond lengths (Å)
	0.008

	    Bond angles (()
	1.14


Values in parentheses are for highest-resolution shell. 

CC1/2 is defined in reference Karplus and Diederichs, 2012()
.
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