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Figure 2-figure supplement 1. 

C

LEA (MFI)

L-PHA (MFI)

Mgat2f/f

+PNGase F
Mgat2f/f   Mgat2f/f

::Lck-Cre+

Mgat2f/f

::Lck-Cre+

+PNGase F

Mgat2f/f   

C
ou

nt
C

ou
nt

Mgat2f/f

::Lck-Cre+

100 103102101 104

100 103102101 104

D


