Figure 3- figure supplement 1
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Protein 1|Protein 2| AbsPos1|AbsPos2 Mz z Error_rel[ppm]| Id-Score ||| Protein 1| Protein 2| AbsPos1 | AbsPos2 Mz z Error_rel[ppm] | Id-Score
NELF-B | NELF-A 85 200 |692.373 4 1.7 37.65 NELF-A | NELF-E 181 130 |833.184 4 0.7 26.1
C Ca distances between crosslkined lysines in
NELF-AC structure
bl A A a1 3-
apha Y EAIASEGKAEER
L LLL L L L (/)]
; £
HLPEYPEE =
LLLLL 7] -
8 2
—
(&)
Y
o o
@
QO =
0 £
=}
P
Il L 1 o
200 450 mz 700 950 1200 0 1 0 20 30 40 50
Protein 1| Protein 2| AbsPos1|AbsPos2 Mz z Error_rel[ppm] | Id-Score
NELF-B | NELF-B 85 122 811.112 3 0.7 37.44 i
Ca distance (A)

NELF-B I-TASSER MODEL

NELF-E RRM PDB ID: 2JX2

332
260



