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	Read count Average heterozygote
	Fold change
	Adjusted p-value
	Gene ID

	996.91
	324.61
	0.33
	0
	Rps4l

	6645.79
	3495.44
	0.53
	0
	Gm21092

	3402.83
	1741.12
	0.51
	0
	2610005L07Rik

	2959.99
	1607.94
	0.54
	0
	Gm6483

	767.36
	322.41
	0.42
	0
	Gm21769

	2310.29
	1250.36
	0.54
	0
	6820431F20Rik

	1476.22
	746.58
	0.51
	0
	Pcdhb17

	453.11
	171.85
	0.38
	0
	Sycp1

	909.97
	457.45
	0.50
	0
	Pcdhb16

	406.94
	161.03
	0.40
	0
	AC152164.1

	619.83
	289.11
	0.47
	0
	Pcdhb18

	8734.76
	5867.64
	0.67
	0
	Wiz

	764.18
	415.26
	0.54
	0
	Csf2ra

	289.90
	104.82
	0.36
	0
	Pcdhb14

	581.56
	311.49
	0.54
	0
	Gm26853

	752.10
	426.22
	0.57
	0
	Pcdhb22

	171.07
	56.60
	0.33
	0
	3222401L13Rik

	265.23
	108.78
	0.41
	0
	Pcdhb15

	454.95
	238.58
	0.52
	0
	Pcdhb11

	593.26
	337.79
	0.57
	0
	Pcdhb21

	385.32
	199.21
	0.52
	0
	Pcdhb6

	197.70
	79.00
	0.40
	0
	Gm26804

	3558.39
	2147.38
	0.60
	0
	Pisd-ps1

	336.22
	173.33
	0.52
	0
	Pcdhb10

	923.51
	473.28
	0.51
	0
	Pcdhb20

	457.01
	260.85
	0.57
	0
	Gm10557

	201.10
	95.33
	0.47
	0
	Pcdhb13

	544.04
	339.77
	0.62
	0
	Pcdhb3

	183.60
	86.43
	0.47
	0
	Lipo2

	258.11
	138.04
	0.53
	0
	Pcdhb2

	214.01
	106.78
	0.50
	0.01
	Pcdhb12

	219.89
	117.76
	0.54
	0.01
	Gm21811

	337.20
	201.72
	0.60
	0.01
	Mmp9

	288.68
	166.93
	0.58
	0.01
	Otof

	1076.49
	514.88
	0.48
	0.01
	Pcdhb19

	321.97
	193.84
	0.60
	0.01
	Fgf3

	861.24
	607.50
	0.71
	0.01
	Gm26672

	763.76
	515.97
	0.68
	0.02
	Stag3

	650.72
	447.17
	0.69
	0.02
	Cybrd1

	300.31
	138.45
	0.46
	0.02
	Nlrp5-ps

	799.87
	564.64
	0.71
	0.03
	Pisd-ps2

	256.32
	151.08
	0.59
	0.03
	Pcdhb4

	527.95
	349.04
	0.66
	0.03
	Olig1

	7.07
	36.80
	5.21
	0.03
	S100a8



