	Read count Average wildtype
	Read count Average heterozygote
	Fold change
	Adjusted p-value
	Gene ID

	5119.33
	2874.72
	0.56
	0
	Gm21092

	648.79
	268.81
	0.41
	0
	Rps4l

	2439.47
	1466.30
	0.60
	0
	Gm6483

	6493.99
	4176.69
	0.64
	0
	Wiz

	1773.20
	1117.30
	0.63
	0
	6820431F20Rik

	2544.85
	1441.09
	0.57
	0
	2610005L07Rik

	995.90
	571.47
	0.57
	0
	Pcdhb17

	601.75
	346.03
	0.58
	0
	Pcdhb20

	440.11
	231.42
	0.53
	0
	Pcdhb18

	666.65
	365.25
	0.55
	0
	Pcdhb16

	295.83
	153.88
	0.52
	0
	AC152164.1

	603.74
	295.79
	0.49
	0
	Gm21769

	749.58
	404.08
	0.54
	0
	Pcdhb19

	360.08
	221.67
	0.62
	0
	Gm10557

	123.82
	48.59
	0.39
	0
	3222401L13Rik

	346.58
	185.17
	0.53
	0
	Sycp1

	2235.19
	1438.68
	0.64
	0
	Pisd-ps1

	159.93
	82.93
	0.52
	0
	Gm26804

	489.64
	273.48
	0.56
	0
	Csf2ra

	600.35
	813.76
	1.36
	0
	Ifitm2

	362.75
	509.59
	1.40
	0
	Slc43a3

	467.12
	301.74
	0.65
	0
	Pcdhb22

	167.85
	93.69
	0.56
	0
	Pcdhb15

	149.66
	78.34
	0.52
	0
	Pcdhb14

	187.61
	116.88
	0.62
	0
	Pcdhb10

	285.47
	193.28
	0.68
	0
	Pcdhb5

	128.79
	69.00
	0.54
	0
	Pcdhb12

	249.94
	172.76
	0.69
	0.01
	Pcdhb11

	168.19
	102.52
	0.61
	0.01
	Gm21811

	241.27
	165.29
	0.69
	0.01
	Samd11

	119.62
	67.28
	0.56
	0.01
	Pcdhb13

	577.44
	776.13
	1.34
	0.01
	Calb1

	74.72
	131.52
	1.76
	0.02
	Gm14418

	333.93
	200.89
	0.60
	0.03
	Gm21967

	229.26
	147.01
	0.64
	0.04
	Mmp9

	520.55
	774.37
	1.49
	0.04
	Heph
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