Figure 3 — figure supplement 2
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Figure 3 - figure supplement 2: H3.1 turnover at ESC enhancers and super-enhancers.

Average H3.1 TI over conventional ESC enhancers (“Enhancers” - purple), super-
enhancer constituent enhancers (“Super-enhancers” - pink) and random genomic
regions with a similar size distribution to enhancers (“Random” - teal). Enhancers and

super-enhancers are as described in Whyte et al., 2013.
A)  H3.1 biological replicate 1
B) H3.1 biological replicate 2



