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Figure	
  1	
  –	
  *igure	
  supplement	
  3:	
  Spike-­‐in	
  control	
  
Amount	
   of	
   DNA	
   recovered	
   relative	
   to	
   0h	
   time	
   point	
   (red	
   bars)	
   and	
   proportion	
   of	
   sequencing	
   reads	
  
mapping	
  to	
  the	
  mouse	
  genome	
  relative	
  to	
  0h	
  time	
  point	
  based	
  on	
  the	
  number	
  of	
  reads	
  recovered	
  from	
  the	
  
spike-­‐in	
  control	
  (blue	
  bars).	
  See	
  “methods”	
  for	
  more	
  details.	
  
	
  


