(a)(b) (©) (d) (e ) (9) (h) OI0)
\AJ \ R Vo v A
11 BN AE B1 SAP LZ TAD |1021
I 0 [ [ [ ]
46-48 AAA A360-372 A444-460 A571-591 A970-1021
NES 1 2 3 4 5/6
- | | [ |
Sequence NetNES ValidNES NESmapper  Kirli/Gorlich
(score >0.25) (score >0.05) (all)
(@) 36-SEAVANELQELSLQPELTLGL-56  0.38, 0.46 0.39, 0.16 27 6000
(b) 66-PLSERKNVLQLKLQQRRTREE-86 - - - -
() 180-ILPVESSLKEAIIVGQVNYPK-200 - 0.08 - 3780, 1080
(d) 353-KILQQQQLFLOLQILNQQQQQO-373 0.7 0.06 2.25 -
(e) 442-LDDMKVAELKQELKLRSLPVS-462 0.37 0.14, 0.75 13.5 -
(f) 570-AFGEMVTSPLTQLTLQASPLQ-590 0.26 0.68 2.25 -
(9) 635-LOOKQQOLVELLRLQLEQQKRA-655 0.63 0.14, 0.05 3.6 -
(h) 835-SQHMDDLFDILIQSGEISADF-855 - 0.17,0.12 - -
(i) 965-GMGLDLAVGHLDSMDWLELSS-980 - 0.26, 0.15 18 -
(

= =

J) 1000-PSLESMDFLDGHDLQLHWDSC-1020
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regions substituted with alanine (a-c) or deleted (d-j)
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Figure 7, Supplement 1



